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The new genus Timaviella (Leptolungbyaceae)
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100/97/100/1,00; Uncultured cyanobacterium clone B108208H (HQ189046) A

64/54/68]-| uncultured cyanobacterium clone B108208E (HQ189044) A
strain GR13 A
Leptolyngbya sp. GSE-PSE28-08A (HM018691)A
uncultured cyanobacterium clone H-B02 (DQ181686) @

Leptolyngbya sp. CYN68 (JQ687334) @

uncultured cyanobacterium clone RJ094 (DQ181682)@
uncultured Antarctic cyanobacterium clone Fr094 (AY151727)@ CLADE A
Leptolyngbya sp. CYN64 (JQ687330) @
uncultured cyanobacterium clone WB1.10 (GQ324968) A
strain GR4 A

uncultured cyanobacterium clone Ant29_cl34 (KM052813)@

Leptolyngbya sp. JR_09_4 (KU219710) ll
uncultured cyanobacterium clone B10912H (HQ188993)A

uncultured cyanobacterium clone A10_3.4 (JX887894) O
uncultured cyanobacterium clone A10_3.6 (JX887891) O
Leptolyngbya sp. VP3-07 (FR798933)
Leptolyngbya sp. 1T12¢ (FR798935) “LEPTOLYNGBYA FRIGIDA”
98197/9970°96__1 L. frigida ANT.LMA. 1 (AY493573) CLADE
100/97/100/0.99' L. frigida ANT.L70.1 (AY493574)
L. frigida ANT.L52.2 (AY493575)
100/99/100/1.00 0. subterranea VRUC135/Albertano 1985 (X84809)
O. subterranea Dav2010/SS2-1A (KP739262)

63/57/59/1,00 O. kauaiensis HA4348-LM1 (KF417431)
O. cataractarum GSE-PSE-MK49-07D (KF761585,
0. atacamensis ATA3-4Q-KO2 (KF7615 ( 88) ) OCULATELLA
Oculatella sp. LLi18 (DQ786166)
O. coburnii WJT36-NPbg13 (HM018687)

0. neakameniensis Kovacik 1990/54 (EU528672)
L. antarctica ANT.L67.1 (AY493572) I

60/-/66/1.00 96/96/96/0.93!

58/69/64/0.98,

68/-/67/1.00 56/-/-10.70

“LEPTOLYNGBYA ANTARCTICA”
CLADE

700/99/100/1.000 - antarct(ca ANT.LG2.5 (AY493603)
L. antarctica ANT.L18.1 (AY493607)

T. albertanoae ETS-05 (FM210757)

100/99/1001.00=T. oregonensis PCC 8501 (FM210758) I THERMOLEPTOLYNGBYA

clintonii GSE-PSE06-07G (HQ132936)
Plectolyngbya sp. HA4277-MV3 (KJ939021)
Plectonema sp. SAG 38.90 (KM019916)
Plectolyngbya sp. WJT66-NPBG17 (KJ939022) M p; reror ynGBYA
P hodgsonii ANT.LG2.2 (AY493618)
P. hodgsonii ANT.LG2.1 (AY493615)
P. hodgsonii ANT.LPR2.2 (AY493583)
= e B
. corticola
100/97/92/1.00 100/99/100/0.98R.;  foveolarum Komarek 1964/112 (X84808)
L. tenerrima UTCC 77 (EF429288)
L. calothricoides SAG 1463-4 (KM019914)
L. angustata UTCC 473 (AF218372)
L. boryana PCC 6306 (EF429289)
65/69/74/1.001L. boryana UTEX B 405 (EF429291)
T. desertorum ATA4-8-CV2 (KF307604)I
T bad/us CRS-1 (EF429297) TRICHOCOLEUS
ccu icola sy1 (KJ469129)
P rosaneae CENA 539 (KF246503)
P. rosaneae CENA 517 (KF246484)
P. rosaneae CCIBt1046 (HM105583)
P. rosaneae CENA 537 (K(F248501) PANTANALINENA
P. rosaneae CENA 521 (KF246488)
P. rosaneae CENA 516 (KF246483)
S. rutilans HA7619-LM2 (KF417430)
S. tremulus UTCC 471 (AF218371) I STENOMITOS
Scytolyngbya timoleontis XSP2 (KP688589)
K. muscicola HA7619-LM3 clone 41B (KU181670)I
K. muscicola HAT619-LM3 clone 41A (KU161669) Kovagia
A. pantanalense CENA 528 (KF246494)
A. pantanalense CENA 530 (KF246496
¥ antanalense CENA 529 (§<F246495)) ALKALINENA
. pantanalense CENA 531 (KF246497)
Planktolyngbya limnetica PMC271.06 (GQ859645)
93/97/98/1.00f P. priestleyi ANT.L52.4 (AY493578)
86/85/91 P, priestleyi ANT.L52.6 (AY493579)
P. priestleyi ANT.LG2.4 (AY493580)
P, priestleyi ANT.L66.1 (AY493581)
P priestleyi ANT.L61.2 (AY493582)
99/81/99/0.99 ;—Halomicronema sp. SCyano39 (DQ058860)
Halomicronema sp. PCyano40 (DQ058890) HALOMICRONEMA
100/99/88/1.00L. H. excentricum TFEP1 (AF320093)
N. epilithica Kovacik 1998/7 (HM018677)
N. cf. nodulosa LEGE 10377 (JQ927349) NODOSILINEA
N. nodulosa UTEX 2910 (KF307598
Haloleptolyngbya alcalis KR2005/106 (JN712770)
04/86/94/0.98 Phormidesmis priestleyi ANT.LPR2.6 (AY493585)@
uncultured Antarctic cyanobacterium clone BGC-Fr054 (AY151722)@
strain GR2 A
uncultured Oscillatoriales cyanobacterium isolate OTU 00162 (KM462586)A
Heteroleibleinia fontana UCFM_HF (KF264596) A
LPP-group cyanobacterium QSSC8cya (AF170758) @
Phormidesmis priestleyi ANT.LACV5.1 (AY493586) @
uncultured cyanobacterium clone UMAB-cl-45 (FN811229) @ CLADE B
Pseudophormidium sp. ANT.LPE.3 (AY493587) @
Plectonema sp. F3 (AF091110) ll
Pseudoanabaena minima SABC031701 (KX818210) M
uncultured cyanobacterium clone FBP403 (AY250881 )‘
uncultured cyanobacterium clone FBP256 (AY250870) @
Leptolyngbya sp. OU_14 (GQ162216)ll
Leptolyngbya cf. fragilis ANT.L52.1 (AY493584) @
Leptolyngbya sp. OU_6 (GQ162217)
99/81M00/;ncuitured cyanobacterium clone R8-R13 (DQ181690)@
G. kitaueensis JS1 (NR_121745)
M‘“EG. violaceus VP3-01 (FR798924) I GLOEOBACTER

76/53/82/- G. violaceus PCC 7421 (NR_074282)

79/76/74/0.78,
82/63/78/0.99

100/96/100/1.0

92/79/-1+

78/54/60/1.00

LEPTOLYNGBYA

100/99/99/1.00,

100/99/100/1.00|
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| Fig. S1. Phylogenetic reconstruction of Leptolyngbyaceae based on 16S rRNA gene analyses. The NJ
topology is depicted and the numbers associated with nodes indicate support values for NJ, MP, ML,
and BI analyses, respectively. Only bootstrap supports = 50% and posterior probabilities = 0.70 are
reported. Values for nodes that obtained support in only one of the performed phylogenetic analyses
were omitted. Horizontal bar represents expected number of nucleotide substitutions per site. Genera are
indicated by vertical bars and clades A and B are highlighted by gray boxes. Inside clades A and B, a
symbol near each considered strain indicates if it was isolated from a mountain habitat (black triangle),
from Antarctica (black circle), from the Arctic (white circle), or from a different environment
(black square).



Suppl.Mat.4 K. Sciuto et al.

Fig. S2. Matrix showing percent identities of 16S rRNA gene sequences of the considered taxa, based on the alignment used in phylogenetic analyses

(713 aligned positions). Clade A is highlighted by a yellow box, clade B by a green box.
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100 713

NR_ 121745 ACGAA--ACCTGACGGTACCTGACGAATAAGCATCGGCTAACTCCGTGCC
FR798924 ACGAA--ACCTGACGGTACCTGACGAATAAGCATCGGCTAACTCCGTGCC
NR_074282 ACGAA--ACCTGACGGTACCTGACGAATAAGCATCGGCTAACTCCGTGCC
AY493586 AAGAA-GTTCTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCC
FN811229 AAGAA-GTTCTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCC
AY493587 AAGAA-GTTCTGACGGTACTTGAGGAATCAGCATCGGCTAACTCCGTGCC
GQ162216 AAGAA-GTTCTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCC
AF091110 AAGAA-GTTCTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCC
KX818210 AAGAA-GTTCTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCC
AY493584 AAGAA-GTTCTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCC
GQ162217 AAGAA-GTTCTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCC
DQ181690 AAGAA-GTTCTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCC
AY250881 AAGAA-GTTCTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCC
AY250870 AAGAA-GTTCTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCC
GR2_16S AAGAA-GTTCTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCC
KM462586 AAGAA-GAACTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCC
AY493585 AAGAA-GTTCTGACGGTACTTGAGGAATCAGCATCGGCTAACTCCGTGCC
AY151722 AAGAA-GTTCTGACGGTACTTGAGGAATCAGCATCGGCTAACTCCGTGCC
KF264596 AAGAA-GTTCTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCC
AF170758 AAGAA-ATTCTGACCGTTCCTGAGGAATCAGCATCGGCTAACTCCGTGCC
AF320093 AAGAA-GTACTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCC
DQ058860 AAGAA-GTACTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCC
DQ058890 AAGAA-GTACTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCC
JN712770 AAGAA-GTACTGACGGTACTTGAGGAATAAGCCTCGGCTAACTCCGTGCC
HM018677 AAGAA-GAACTGACGGTACCAGAGGAATAAGCCTCGGCTAACTCCGTGCC
KF307598 AAGAA-GAACTGACGGTACCAGAGGAATAAGCCTCGGCTAACTCCGTGCC
JQ927349 AAGAA-TAACTGACGGTACCAGAGGAATAAGCCTCGGCTAACTCCGTGCC
FR798933 AAGAACACAATGACGGTACCTATCGAATCAGCACCGGCTAACTCCGTGCC
AY493573 AAGAACACAATGACGGTACCTATCGAATCAGCATCGGCTAACTCCGTGCC
AY493574 AAGAACACAATGACGGTACCTATCGAATCAGCATCGGCTAACTCCGTGCC
FR798935 AAGAACACAATGACGGTACCTATCGAATCAGCATCGGCTAACTCCGTGCC
AY493575 AAGAA-GTTCTGACGGTACCAATCGAATCAGCATCGGCTAACTCCGTGCC
JX887894 AAGAAGACAGTGACGGTACCTATCGAATCAGCCTCGGCTAACTCCGTGCC
JQ687334 AAGAAGACAGTGACGGTACCTATCGAATCAGCCTCGGGTAACTCCGTGCC
JX887891 AAGAAGACAGTGACGGTACCTATCGAATCAGCCTCGGCTAACTCCGTGCC
HQ189046 AAGAAGACAGTGACGGTACCTATCGAATCAGCCTCGGCTAACTCCGTGCC
HQ189044 AAGAAGACAGTGACGGTACCTATCGAATCAGCCTCGGCTAACTCCGTGCC
GR13_16S AAGAAGACAGTGACGGTACCGATCGAATCAGCCTCGGCTAACTCCGTGCC
HM018691 AAGAAGACAGTGACGGTACCTATCGAATCAGCCTCGGCTAACTCCGTGCC
DQ181686 AAGAAGACAGTGACGGTACCTATCGAATCAGCCTCGGCTAACTCCGTGCC
JQ687330 AAGAAGACAGTGACGGTACCTATCGAATCAGCCTCGGCTAACTCCGTGCC
DQ181682 AAGAAGACAGTGACGGTACCTATCGAATCAGCCTCGGCTAACTCCGTGCC
AY151727 AAGAAGACAGTGACGGTACCTATCGAATCAGCCTCGGCTAACTCCGTGCC
KU219710 AAGAAGACAGTGACGGTACCTATCGAATCAGCCTCGGCTAACTCCGTGCC
KM052813 AAGAAGACAGTGACGGTACCTATCGAATCAGCCTCGGCTAACTCCGTGCC
GQ324968 AAGAAGACAGTGACGGTACCTATCGAATCAGCCTCGGCTAACTCCGTGCC
GR4_16S AAGAAGACAGTGACGGTACCTATCGAATCAGCCTCGGCTAACTCCGTGCC
HQ188993 AAGAAGACAGTGACGGTACCTATCGAATCAGCCTCGGCTAACTCCGTGCC
AY493603 AAGAA-GATCTGACGGTACCTATCGAATCAGCATCGGCTAACTCCGTGCC
AY493607 AAGAA-GATCTGACGGTACCTATCGAATCAGCATCGGCTAACTCCGTGCC
AY493572 AAGAA-GATCTGACGGTACCTATCGAATCAGCATCGGCTAACTCCGTGCC
FM210758 AAGAA-GTACTGACGGTACCTATCGAATCAGCATCGGCTAACTCCGTGCC
FM210757 AAGAA-GCTCTGACGGTACCTATCGAATCAGCATCGGCTAACTCCGTGCC
KF417431 AAGAACACAATGACGGTACCTATCGAATCAGCATCGGCTAACTCCGTGCC
KF761585 AAGAACACAATGACGGTACCTATCGAATCAGCATCGGCTAACTCCGTGCC
X84809 AAGAAGCAAGTGACGGTACCTATCGAATCAGCATCGGCTAACTCCGTGCC
KP739262 AAGAAGCAAGTGACGGTACCTATCGAATCAGCATCGGCTAACTCCGTGCC
EU528672 AAGAACACAATGACGGTACCTATCGAATCAGCATCGGCTAACTCCGTGCC
HM018687 AAGAA-GTTCTGACGGTACCTATCGAATCAGCATCGGCTAACTCCGTGCC

Fig. S3. 16S rRNA alignment used for the phylogenetic analyses.
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DQ786166 AAGAA-GTTCTGACGGTACCTATCGAATCAGCATCGGCTAACTCCGTGCC
KF761588 AAGAA-GTTCTGACGGTACCTATCGAATCAGCATCGGCTAACTCCGTGCC
G0859645 NNNAAGATAATGACGGTACCTAATGAATCAGCATCGGCTAACTTCGTGCC
KF246497 AAGAA-GATCTGACGGTACCTAATGAATCAGCATCGGCTAACTTCGTGCC
KF246495 AAGAA-GATCTGACGGTACCTAATGAATCAGCATCGGCTAACTTCGTGCC
KF246496 AAGAA-GATCTGACGGTACCTAATGAATCAGCATCGGCTAACTTCGTGCC
KF246494 AAGAA-GATCTGACGGTACCTAATGAATCAGCATCGGCTAACTTCGTGCC
KJ469129 NNNNN-NNGCTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCC
AY493582 AAGAAAAAAATGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC
AY493581 AAGAACACAATGACGGTACCTGATGAATCAGCATCGGCTAACTCTGTGCC
AY493578 AAGAACACAATGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC
AY493579 AAGAACACAATGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC
AY493580 AAGAACACAATGACGGTACCTGATGAATCAGCATCGGCTAACTCTGTGCC
KF307604 AAGAAGACAGTGACGGTACTTGAGGAATCAGCATCGGCTAACTCCGTGCC
EF429297 AAGAAGACAGTGACGGTACTTGAGGAATCAGCATCGGCTAACTCCGTGCC
KP688589 AAGAACACAATGACGGTACCTGACGAATCAGCATCGGCTAACTCCGTGCC
KU161670 AAGAA-GATCTGACGGTACCGAATGAATCAGCATCGGCTAACTCCGTGCC
KU161669 AAGAA-GATCTGACGGTACCGAATGAATCAGCATCGGCTAACTCCGTGCC
KF246488 AAGAAGACAGTGACGGTACCGATCGAATCAGCATCGGCTAACTCCGTGCC
KF246503 AAGAAGACAGTGACGGTACCGATCGAATCAGCATCGGCTAACTCCGTGCC
HM105583 AAGAAGACAGTGACGGTACCGATCGAATCAGCATCGGCTAACTCCGTGCC
KF246484 AAGAAGACAGTGACGGTACCGATCGAATCAGCATCGGCTAACTCCGTGCC
KF246483 AAGAAGACAGTGACGGTACCGATCGAATCAGCATCGGCTAACTCCGTGCC
KF246501 AAGAAGACAGTGACGGTACCGATCGAATCAGCATCGGCTAACTCCGTGCC
KF417430 AAGAA-GTTCTGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC
AF218371 AAGAA-GATCTGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC
HQ132936 AAGAA-GGTCTGACGGTACCTAAGGAATCAGCATCGGCTAACTCCGTGCC
AF218372 AAGAA-TCGATGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC
AF218368 AAGAA-TCGATGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC
EF429299 AAGAA-TCGATGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC
EF429289 AAGAA-TCGATGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC
EF429291 AAGAA-TCGATGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC
EF429288 AAGAA-TCGATGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC
X84808 AAGAA-TCGATGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC
KM019914 AAGAA-TCGATGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC
KJ939021 AAGAA-AAGATGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC
KM019916 AAGAA-AAGATGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC
KJ939022 AAGAA-TCGATGACGGTACCTGATGAATCAGCATCGGCTAACTCCGYGCC
AY493618 AAGAA-AGAATGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC
AY493615 AAGAA-AGAATGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC
AY493583 AAGAA-TCAATGACGGTACCTGATGAATCAGCATCGGCTAACTCCGTGCC

AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTA
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTA
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTA
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
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AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTC
AGCAGCCGCCGTAATACCGAGGAGGCAAGCGTTATCGGGAATTATTGGGCCTAAAGAGTC
AGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTC
AGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTC
AGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTC
AGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTC
AGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTC
AGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTC
AGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTC
AGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTC
AGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTC
AGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTC
AGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTC
AGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTC
AGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTC
AGCAGCCGCGGTAATACGGGGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGGGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGGGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGYC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGAGGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGAGGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGAGGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGAGGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGAGGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACAGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACAGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTC
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AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATCTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATGATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGGGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGGGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGGGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC
AGCAGCCGCGGTAATACGGGGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC

CGTA-GGTGGCCAGCCAAGTCTGGGGTCAAAGCCCGCAGCC-TAACTGCGGAAAGGCCCT
CGTA-GGCGGCCAGCCAAGTCTGGGGTCAAAGCCCGCAGCC~-TAACTGCGGAAAGGCCCT
CGTA-GGCGGCCAGCCAAGTCTGGGGTCAAAGCCCGCAGCC-TAACTGCGGAAAGGCCCT
CGTA-GGCGGCCTATAAAGTCTGCTGTCAAAGCTCACAGCT-CAACTGTGAATCGGCAGT
CGTA-GGTGGTTTAGAAAGTCTGTTGTTAAATCCCACAGCT-CAACTGTGGATCGGCAAT
CGTA-GGTGGTTATGAAAGTCAGTTGTTAAAGCCCACAGCT-CAACTGTGGATCGGCAAT
CGTA-GGTGGTTACAAAAGTCTGTTGTTAAAGCCGACAGCT-CAACTGTGGATCGCCAAT
CGTA-GGTGGTTATACAAGTCTGTTGTTAAAGCCCATAGCT-CAACTGTGGATCGGCAAT
CGTA-GGTGGTTATACAAGTCTGTTGTTAAAGCCCATAGCT-CAACTGTGGATCGGCAAT
CGTA-GGTGGTTTTAAAAGTCTGTTGTTAAAGCCCACAGCT-CAACTGTGGATCGGCAAT
CGTA-GGTGGTTTTAAAAGTCTGTTGTTAAAGCCCACAGCT-CAACTGTGGATCGGCAAT
CGTA-GGTGGTTTTAAAAGTCTGTTGTTAAAGCCCACAGCT-CAACTGTGGATCGGCAAT
CGTA-GGTGGTTACAAAAGTCTGTTGTTAAAGCCCACAGCT-CAACTGTGGATCGGCAAT
CGTA-GGTGGTTACAAAAGTCTGTTGTTAAAGCCCACAGCT-CAACTGTGGATCGGCAAT
CGTA-GGCGGTTTCAAAAGTCTGTTGTTAAAGCCCACAGCT-CAACTGTGGATAGGCAAT
CGTA-GGCGGTTTCAAAAGTCTGTTGTTAAAGCCCACAGCT-CAACTGTGGATAGGCAAT
CGTA-GGCGGTTTCAAAAGTCTGTTGTTAAAGCCCACAGCT-CAACTGTGGATCGGCAAT
CGTA-GGCGGTTTCAAAAGTCTGTTGTTAAATCCCACAGCT-CAACTGTGGATCGGCGAT
CGTA-GGCGGTTACAAAAGTCTGTTGTTAAATCCCACAGCT-CAACTGTGGATGGGCAAT
CGTA-GGCGGTTTCAAAAGTCTGTTGTTAAATCCCACAGCT-CAACTGTGGATCGGCAAT
CGCA-GGCGGCTGTTCAAGTCTGCTGTCAAAGCCTGGGGCT-TAACCTCGGATAGGCAGT
CGCA-GGCGGCTGTTCAAGTCTGCTGTCAAAGACTGGGGCT-TAACCTCGGATAGGCAGT
CGCA-GGCGGCTGTTCAAGTCTGCTGTCAAAGACTGGGGCT-TAACCTCGGATAGGCAGT
CGCA-GGCGGCTAGTTAAGTCTGTTGTCAAAGGTTACAGCT-CAACTGTGAATCGGCGAT
CGCA-GGCGGCTTTTTAAGTCTGTTGTCAAAGCCCACAGCT-CAACTGTGGATCGGCAAT
CGCA-GGCGGCTAATTAAGTCTGTTGTCAAAGGTCACAGCT-CAACTGTGGATCGGCAAT
CGCA-GGCGGCTAATTAAGTCTGTTGTCAAAGGTCACAGCT-CAACTGTGGATCGGCAAT
CGTA-GGTGGTGGGCCAAGTCAGTTGTTAAAACGTAGAGCT-TAACTCTATACCGGCAAT
CGTA-GGTGGCAAACCAAGTCAGTTGTTAAAGCGTAGAGCT-TAACTCTATAAGGGCAAT
CGTA-GGTGGCAAACCAAGTCAGTTGTTAAAGCGTAGAGCT-TAACTCTATAAGGGCAAT
CGTA-GGTGGCCATCCAAGTCAGTTGTTAAAGCGTAGAGCT-TAACTCTATAAGGGCAAT
CGTA-GGTGGTTGGTCAAGTCAGTTGTTAAAGCGTGGGGCT-TAACCCCATAAAGGCAAA
CGTA-GGTGGGTGACCAAGTCAGTTGTTAAATAGTGAAGCT-TAACTTCATAGAGGCGAC
CGTA-GGTGGGTAACCAAGTCGCCTGTTAAATAGTGAAGCT-TAACTTCACAGAGGCGGC
CGTA-GGTGGGTGACCAAGTCAGTTGTTAAATAGTGAAGCT-TAACTTCATAGAGGCGAC
CGTA-GGTGGGTCACCCAGTCAGCTGTTAAATAGTGAAGCT-TAACTTCATAGAGGCGGC
CGTA-GGTGGGTCACCCAGTCAGCTGTTAAATAGTGAAGCT-TAACTTCATAGAGGCGGC
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CGTA-GGTGGGTAACCAAGTCAGTTGTTAAATAGTGAAGCT-TAACTTCATAGCGGCGAC
CGTA-GGTGGGTAACCAAGTCAGCTGTTAAATAGTGAAGCT-TAACTTCATAGAGGCGGC
CGTA-GGTGGGTAACCAAGTCAGCTGTTAAATAGTGAAGCT-TAACTTCATAGAGGCGGC
CGTA-GGTGGGTAACCAAGTCAGCTGTTAAATAGTGAAGCT-TAACTTCATAGAGGCGGC
CGTA-GGTGGGTAACCAAGTCAGCTGTTAAATAGTGAAGCT-TAACTTCATAGAGGCGGC
CGTA-GGTGGGTAACCAAGTCAGCTGTTAAATAGTGAAGCT-TAACTTCATAGAGGCGGC
CGTA-GGTGGGTAACCAAGTCAGTTGTTAAATAGTGAAGCT-TAACTTCATAGAGGCGAC
CGTA-GGTGGGTAACCAAGTCAGTTGTTAAAACGTGAAGCT-TAACTTCATAGCGGCGAC
CGTA-GGTGGGTAACCAAGTCAGCTGTTAAATAGTGAAGCT-TAACTTCATAGAGGCGGC
CGTA-GGTGGGTAACCAAGTCAGTTGTTAAATAGTGAAGCT-TAACTTCATAGAGGCGAC
CGTA-GGTGGGTAACCAAGTCAGTTGTTAAATAGTGAAGCT-TAACTTCATAGAGGCGAC
CGTA-GGTGGTTTTATAAGTCTGTTGTCAAATCGCGAGGCT-TAACCTCGTACAGGCAGT
CGTA-GGTGGTTTTATAAGTCTGTTGTCAAATCGCGAGGCT-TAACCTCGTACAGGCAGT
CGTA-GGTGGTTTTATAAGTCTGTTGTCAAATCGCGAGGCT-TAACCTCGTACAGGCAGT
CGTA-GGTGGTTGTTCAAGTCTGCTGTTAAAGCGTGCGGCT-TAACCGCATACCAGCAGT
CGTA-GGTGGTTGTTCAAGTCTGCTGTTAAAGCGTGCGGCT-TAACCGCATATCAGCAGT
CGTA-GGTGGTTAATCAAGTCTATTGTCAAAGCCTGGGGCTAAAACCCTGGAGAGGCGGT
CGTA-GGTGGTTATTCAAGTCTATTGTCAAAGCCTGGGGCT-TAACCCTGGAGAGGCGGT
CGTAGGGTGGTTAATCAAGTCTATTGTCAAAGCCTGGGGCT-CAACCCTGGAGAGGCGGT
CGTAGGGTGGTTAATCAAGTCTATTGTCAAAGCCTGGGGCT-CAACCCTGGAGAGGCGGT
CGTA-GGTGGTTAATCAAGTCTATTGTCAAAGCCTGGGGCT-TAACCCTGGAGAGGCGGT
CGTA-GGTGGTTAATCAAGTCTATTGTCAAAGCCTGGGGCT-TAACCCTGGAGAGGCGGT
CGTA-GGTGGTTATTCAAGTCTATTGTCAAAGCCTGGGGCT-TAACCCTGGAGAGGCGGT
CGTA-GGTGGTTATTCAAGTCTATTGTCAAAGCCTGGGGCT-TAACCCTGGAGAGGCGGT
CGCA-GGTGGTTTTACAAGTCTGCTGTCAAAGCGTGGAGCT-TAACTCCTGAACGGCGGT
CGCA-GGTGGTTTTACAAGTCTGCTGTCAAAGCGTGGAGCT-TAACTCCATAACGGCGGT
CGCA-GGTGGTTTTACAAGTCTGCTGTCAAAGCGTGGAGCT-TAACTCCATAACGGCGGT
CGCA-GGTGGTTTTACAAGTCTGCTGTCAAAGCGTGGAGCT-TAACTCCATAACGGCGGT
CGCA-GGTGGTTTTACAAGTCTGCTGTCAAAGCGTGGAGCT-TAACTCCATAACGGCGGT
CGCA-GGTGGTTTTACAAGTCTGCTGTTAAAGCGCGGAGCT-TAACTTCGTAACGGCGGT
CGCA-GGTGGTTTTGAAAGTTTGCTGTCAAAGCGCGGAGCT-CAACTTCGTACCGGCAGT
CGCA-GGTGGTTTTGGTAGTCTGCTGTCAAAGCGCGAGGCT-CAACTTCGTAACGGCGGT
CGCA-GGTGGTTTTGAAAGTTTGCTGTTAAATCGCGAGGCT-CAACTTCGTAACGGCGGT
CGCA-GGTGGTTTTGAAAGTTTGCTGTTAAATCGCGAGGCT-CAACTTCGTAACGGCGGT
CGCA-GGTGGTTTTGAAAGTTTGCTGTCAAAGCGCGAGGCT-CAACTTCGTACCGGCGGT
CGCA-GGTGGTTTGACAAGTCTGCTGTTAAAGTGCAGAGCT-TAACTCTGTAAAGGCGGT
CGCA-GGTGGATATACAAGTCTGCTGTCAAAGTGCAGAGCT-TAACTCTGTAAAGGCGGT
CGCA-GGTGGTTAATCAAGTCTGCTGTCAAAGCGCAGGGCT-CAACTCTGTAAAGGCGGT
CGCA-GGTGGCTATACAAGTCTGCTGTTAAAGCGTGGGGCT-TAACTCCATACAGGCAGT
CGCA-GGTGGCTATACAAGTCTGCTGTTAAAGCGTGGGGCT-TAACTCCATACAGGCAGT
CGCA-GGTGGTTGAGCAAGTCTGCTGTCAAAGCGCGGAGCT-TAACTCCGTAAAGGCAGT
CGCA-GGTGGTTGAGCAAGTCTGCTGTCAAAGCGCGGAGCT-TAACTCCGTAAAGGCAGT
CGCA-GGTGGTTGAGCAAGTCTGCTGTCAAAGCGCGGAGCT-TAACTCCGTAAAGGCAGT
CGCA-GGTGGTTGAGCAAGTCTGCTGTCAAAGCGCGGAGCT-TAACTCCGTAAAGGCAGT
CGCA-GGTGGTTGAGCAAGTCTGCTGTCAAAGCGCGGAGCT-TAACTCCGTAAAGGCAGT
CGCA-GGTGGTTGAGCAAGTCTGCTGTCAAAGCGCGGAGCT-TAACTCCGTAAAGGCAGT
CGCA-GGTGGTTATTCAAGTCTGCTGTTAAAGCGCGAGGCT-TAACCTTGTACAGGCAGT
CGCA-GGTGGTTATTCAAGTCTGCTGTTAAAGCGCGAGGCT-TAACTTCGTACAGGCAGT
CGTA-GGTGGCTTAGTAAGTCTGTTGTTAAAGCGTCCAGCT-TAACTGGATAAGGGCGAT
CGTA-GGTGGTTTATCAAGTCTGCTGTCAAAGCGTGCGGCT-TAACCGCATAAGGGCAGT
CGTA-GGTGGTTTATCAAGTCTGCTGTCAAAGCGTGCGGCT-TAACCGCATAAGGGCAGT
CGTA-GGTGGTTTATCAAGTCTGCTGCCAAAGCGTGCGGCT-TAACCGCATAAGGGCAGT
CGTA-GGTGGTTTATCAAGTCTGCTGTCAAAGCGTGCGGCT-TAACCGCATAAGGGCAGT
CGTA-GGTGGTTTATCAAGTCTGCTGTCAAAGCGTGCGGCT-TAACCGCATAAGGGCAGT
CGTA-GGTGGTTTATCAAGTCTGCTGTCAAAGCGTGCGGCT-TAACCGCATAAGGGCAGT
CGTA-GGTGGTTTATCAAGTCTGCTGTCAAAGCGTGCGGCT-TAACCGCATAAGGGCAGT
CGTA-GGTGGTTTATCAAGTCTGCTGTCAAAGCGTGCGGCT-TAACCGCATAAGGGCAGT
CGTA-GGTGGCGAATCAAGTCTTTTGTCAAAGCGTGCGGCT-CAACCGCATATGGGCAGG
CGTA-GGTGGCAGTTCAAGTCTGTTGTCAAAGCGTGCGGCT-CAACCGCATACGGGCAAT
CGTA-GGTGGCGAATCAAGTCTGTCGTTAAAGCGTGCGGCT-CAACCGCATATGGGCGAT
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CGTA-GGTGGCTTATCAAGTCTGCTGTTAAAGAATGCGGCT-CAACCGCATATGGGCAGT
CGTA-GGTGGCTTATCAAGTCTGCTGTTAAAGAATGCGGCT-CAACCGCATATGGGCAGT
CGTA-GGTGGCTTATCAAGTCTGCTGTTAAAGAATGCGGCT-CAACCGCATATGGGCAGT

GGAAACTGGTTGGCTAGAGTGCGGTAGGGGCAAGGGGAATT-CCCGGTGTAGCGGTGAAA
GGAAACTGGTTGGCTAGAGTGCGGTAGGGGCAAGGGGAATT-CCCGGTGTAGCGGTGAAA
GGAAACTGGTTGGCTAGAGTGCGGTAGGGGCAAGGGGAATT-CCCGGTGTAGCGGTGAAA
GGAAACTCATAGGCTAGAGAGTGGTAGGGGTAGAGGGAATT-CCTAGTGTAGCGGTGAAA
GGAAACTACTAGACTTGAGTGTGGTAGGGGTAGAGGGAATT-CCTAGTGTAGCGGTGAAA
TGAAACTGTATGACTAGAGTGTGGTAGGGGTAGAGGGAATT-CCTAGTGTAGCGGTGAAA
GGAAACTATGTGACTNGAGTGTGGTAGGGGTAGAGGGAATT-CCTAGTGTAGCGGTGAAA
GGAAACTGTATGACTTGAGTGTGGTAGGGGTAGAGGGAATT-CCTAGTGTAGCGGTGAAA
GGAAACTGTATGACTTGAGTGTGGTAGGGGTAGAGGGAATT-CCTAGTGTAGCGGTGAAA
GGAAACTGTAAGACTTGAGTGTGGTAGGGGTAGAGGGAATT-CCTAGTGTAGCGGTGAAA
GGAAACTGTAAGACTTGAGTGTGGTAGGGGTAGAGGGAATT-CCTAGTGTAGCGGTGAAA
GGAAACTGTAAGACTTGAGTGTGGTAGGGGTAGAGGGAATT-CCTAGTGTAGCGGTGAAA
GGAAACTGTGTGACTTGAGTGTGGTAGGGGTAGAGGGAATT-CCTAGTGTAGCGGTGAAA
GGAAACTGTGTGACTTGAGTGTGGTAGGGGTAGAGGGAATT-CCTAGTGTAGCGGTGAAA
GGAAACTGTGAGACTAGAGAGTGGTAGGGGTAGAGGGAATT-CCTAGTGTAGCGGTGAAA
GGAAACTGTGAGACTAGAGAGTGGTAGGGGTAGAGGGAATT-CCTAGTGTAGCGGTGAAA
GGAAACTGTGAGACTAGAGAGTGGTAGGGGTAGAGGGAATT-CCTAGTGTAGCGGTGAAA
GGAAACTGTGAGACTAGAGAGTGGTAGGGGTAGAGGGAATT-CCTAGTGTAGCGGTGAAA
GGAAACTATGAGACTAGAGCGTGGTAGGGGTAGAGGGAATT-CCTAGTGTAGCGGTGAAA
GGAAACTGTGAGACTAGAGAGTGGTAGGGGTAGAGGGAATT-CCTAGTGTAGCGGTGAAA
GGAAACTGAGTAGCTAGAGTGCGGTAGGGGTAGAGGGAATTCCCCAGTGTAGCGGTGAAA
GGAAACTGAATAGCTAGAGTGCGGTAGGGGTAGAGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGAATAGCTAGAGTGCGGTAGGGGTAGAGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGATTAGCTAGAGAGTGGTAGGGGTAGAGGGAATT-CCCGGTGTAGCGGTGAAA
GGAAACTGGGAAGCTAGAGTGTGGTAGGGGTAGAGGGAATT-CCCGGTGTAGCGGTGAAA
GGAAACTGGTTAGCTAGAGTGTGGTAGGGGTAGAGGGAATT-CCCGGTGTAGCGGTGAAA
GGAAACTGGTTAGCTAGAGTGTGGTAGGGGTAGAGGGAATT-CCCGGTGTAGCGGTGAAA
TGAAACTGGCACGCTAGAGTGCGACAGGGGCAAGGGGAATT-CCCAGTGTAGCGGTGAAA
TGAAACTGGTTAGCTAGAGTGCGATAGGGGCAAGGGGAATT-CCCAGTGTAGCGGTGAAA
TGAAACTGGTTAGCTAGAGTGCGATAGGGGCAAGGGGAATT-CCCAGTGTAGCGGTGAAA
TGAAACTGGATAGCTAGAGTGCGATAGGGGCAAGGGGAATT-CCCAGTGTAGCGGTGAAA
TGAAACTGGTCAGCTAGAGTGCGATAGGGGCAAGGGGAATT-TCCAGTGTAGCGGTGAAA
TGAAACTGGTCATCTAGAGTGTGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
TGAAACTGGCTGCCTAGAGTGTGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
TGAAACTGGTCATCTAGAGTGTGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
TGAAACTGGTGGTCTAGAGTGTGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
TGAAACTGGTGGTCTAGAGTGTGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
TGAAACTGGTTGTCTAGAGTGTGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
TGAAACTGGTTGTCTAGAGAGTGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
TGAAACTGGTTGTCTAGAGTGTGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
TGAAACTGGTTGTCTAGAGTGTGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
TGAAACTGGTTGTCTAGAGTGTGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
TGAAACTGGTTGTCTAGAGTGTGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
TGAAACTGGTTGTCTAGAGAGTGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
TGAAACTGGTTGTCTAGAGTGTGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
TGAAACTGGTTGTCTAGAGTGTGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
TGAAACTGGTTGTCTAGAGTGTGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
TGAAACTGGTTGTCTAGAGTGTGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
GGAAACTATAAGACTAGAGTGCGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
GGAAACTATAAGACTAGAGTGCGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
GGAAACTATAAGACTAGAGTGCGGTAGGGGTAGAGGGAATT-TCCAGTGTAGCGGTGAAA
GGAAACTGGGCGACTAGAGTGCGGTAGGGGTCAGGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGGACGACTAGAGTGCGGTAGGGGTTAGGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGGTAAACTAGAGTGCGGTAGGGGCAGAGGGAATT-CCCAGTGTAGCGGTGAAA
AGAAACTGTGTAACTAGAGTGCGGTAGGGGCAGAGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGGTTAACTAGAGTGCGGTAGGGGCAGAGGGAATT-CCCAGTGTAGCGGTGAAA
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GGAAACTGGTTAACTAGAGTGCGGTAGGGGCAGAGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGGTTGACTTGAGTGCGGTAGGGGCAGAGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGGTTAACTTGAGTGCGGTAGGGGCAGAGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGGATAACTAGAGTGCGGTAGGGGCAGAGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGAATGACTAGAGTGCGGTAGGGGCAGAGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGTAAGACTAGAGGTCAGTAGGGGTCACGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGTAAGACTAGAGGTCAGTAGGGGTCACGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGTAAGACTAGAGGTCAGTAGGGGTCACGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGTAAGACTAGAGGTCAGTAGGGGTCACGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGTAAGACTAGAGGTCAGTAGGGGTCACGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGTGAGACTAGAGTACGGTAGGGGTAGCGGGAATT-CCCGGTGTAGCGGTGAAA
GAAAACTACGAGACTAGAGTTTGGTAGGGGTCACGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTCCAAGACTAGAGCTAGGTAGGGGTCACGGGAATT-CCCAGTGTAGCGGTGAAA
GAAAACTTCAAGACTAGAGTTTGKTAGGGGTCACGGGAATT-CCCAGTGTAGCGGTGAAA
GAAAACTTCAAGACTAGAGTTTGGTAGGGGTCACGGGAATT-CCCAGTGTAGCGGTGAAA
GAAAACTTCAAGACTAGAGTTTGGTAGGGGTCACGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGTCAAGCTTGAGTATGGTAGGGGTAGAGGGAATT-CCCGGTGTAGCGGTGAAA
GGAAACTGTAGGTCTTGAGTATGGTAGGGGTAGAGGGAATT-CCCGGTGTAGCGGTGAAA
GGAAACTGGTGAACTAGAGTTCGGTAGGGGTAGCGGGAATT-CCCGGTGTAGCGGTGAAA
GGAAACTGTAAAGCTAGAGTCTGGTAGGGGTCACGGGAATT-CCCAGTGTGGCGGTGAAA
GGAAACTGTAAAGCTAGAGTCTGGTAGGGGTCACGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGTTTAACTTGAGTACGGTAGGGGTAGCGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGTTTAACTTGAGTACGGTAGGGGTAGCGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGTTTAACTTGAGTACGGTAGGGGTAGCGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGTTTAACTTGAGTACGGTAGGGGTAGCGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGTTTAACTTGAGTACGGTAGGGGTAGCGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGTTTAACTTGAGTACGGTAGGGGTAGCGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGGATGACTTGAGTATGGTAGGGGTAGCGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGGATGACTGGAGTATGGTAGGGGTAGCGGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGTTGAGCTAGAGTGCGATAGGGGTTAGAGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGATGAACTAGAGTGCGATAGGGGTAACAGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGATGAACTAGAGTGCGATAGGGGTAACAGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGATGAACTAGAGTGCGATAGGGGTAACAGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGATGAACTAAAGTGCGATAGGGGTAACAGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGATGAACTAAAGTGCGATAGGGGTAACAGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGATGAACTAGAGTGCGATAGGGGTAACAGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGATGAACTAGAGTGCGATAGGGGTAACAGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGATGAACTAGAGTGCGATAGGGGTAACAGGAATT-CCCAGTGTAGCGGTGAAA
GAAAACTGATTAGCTAGAGTGCGATAGGGGTCACAGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGGGTTGCTAGAGTGCGATAGGGGTCACAGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGATTTGCTAGAGTGCGATAGGGGTCACAGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGATGAGCTAGAGTGCGATAGGGGTTACAGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGATGAGCTAGAGTGCGATAGGGGTTACAGGAATT-CCCAGTGTAGCGGTGAAA
GGAAACTGATGAGCTAGAGTGCGATAGGGGTTACAGGAATT-CCCAGTGTAGCGGTGAAA

TGTGGAGATATCGGGAAGAACACCA-GCGGCGAAAGCGCCTTGCTGGACCGCAACTGACG
TGTGGAGATATCGGGAAGAACACCA-GCGGCGAAAGCGCCTTGCTGGACCGCAACTGACG
TGTGGAGATATCGGGAAGAACACCA-GCGGCGAAAGCGCCTTGCTGGACCGCAACTGACG
TGCGTAGATATTAGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCATTACTGACG
TGCGTAGATATTAGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCATAACTGACA
TGCGTAGATATTAGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCATAACTGACA
TGCGTAAATATTAGGAAGAACACCA-GTGGCGAAGGCGCTYTACTGGGCCATAACTGACA
TGCGTAGATATTAGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCATAACTGACA
TGCGTAGATATTAGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCATAACTGACA
TGCGTAGATATTAGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCATAACTGACA
TGCGTAGATATTAGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCATAACTGACA
TGCGTAGATATTAGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCATAACTGACA
TGCGTAGATATTAGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCATAACTGACA
TGCGTAGATATTAGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCATAACTGACA
TGCGTAGATATTAGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCATTACTGACG
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TGCGTAGATATTAGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCATTACTGACG
TGCGTAGATATTAGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCATTACTGACG
TGCGTAGATATTAGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCATTACTGACG
TGCGTAGATATTAGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCATGACTGACG
TGCGTAGATATTAGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCATTACTGACG
TGCGTAGATATTGGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGACCGCAACTGACG
TGCGTAGATATTGGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGACCGCAACTGACG
TGCGTAGATATTGGGAAGAACACCAGGTGGCGAAGGCGCTCTACTGGACCGCAACTGACG
TGCGTAGATATCGGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCATTACTGACG
TGCGTAGATATCGGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCACAACTGACG
TGCGTAGATATCGGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCACAACTGACG
TGCGTAGATATCGGGAAGAACACCA-GTGGCGAAGGCGCTCTACTGGGCCACAACTGACG
TGCGTAGATATTGGGAAGAACATCG-GTGGCGAAAGCGCCTTGCTGGGTCTGCACTGACA
TGCGTAGATATTGGGAAGAACATCG-GTGGCGAAGGCGCCTTGCTGGGTCTGCACTGACA
TGCGTAGATATTGGGAAGAACATCG-GTGGCGAAGGCGCCTTGCTGGGTCTGCACTGACA
TGCGTAGATATTGGGAAGAACATCG-GTGGCGAAGGCGCCTTGCTGGGTCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAAGCGCCTTGCTGGGTCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAAGCGCTCTACTGGGCCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAAGCGCTCTACTGCGCCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAAGCGCTCTACTGGGCCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAAGCGCTCTACTGGGCCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAAGCGCTCTACTGGGCCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAAGCGCTCTACTGGGCCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAAGCGCTCTACTGGGCCATTACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAAGCGCTCTACTGGGCCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAAGCGCTCTACTGGGCCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAAGCGCTCTACTGGGCCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTCGCGAAAGCGCTCTACTGGGCCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAAGCGCTCTACTGGGCCATTACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAAGCGCTCTACTGGGCCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAAGCGCTCTACTGGGCCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAAGCGCTCTACTGGGCCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAAGCGCTCTACTGGGCCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAGGCGCTCTACTGGGCCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAGGCGCTCTACTGGGCCTGCACTGACA
TGCGTAGATATTGGAAAGAACACCG-GTGGCGAAGGCGCTCTACTGGGCCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCG-GTGGCGAAAGCGCCTGACTGGACCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCG-GTGGCGAAAGCGCCTGACTGGACCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCG-GTGGCGAAGGCGCTCTGCTGGGCCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCG-GTGGCGAAGGCGCTCTGCTGGGCCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCG-GTGGCGAAAGCGCTCTGCTGGGCCTGCACTGACA
TGCGTAGATATTGGGAAGACCACCG-GTGGCGAAAGCGCTCTGCTGGGCCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCG-GTGGCGAAAGCGCTCTGCTGGGCCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCG-GTGGCGAAAGCGCCCTGCTGGGCCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCG-GTGGCGAAAGCGCTCTGCTGGGCCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCG-GTGGCGAAAGCGCTCTGCTGGGCCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGTGACTGGGCTGATTCTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGTGACTGGGCTGATTCTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGTGACTGGGCTGATTCTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGTGACTGGGCTGATTCTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGTGACTGGGCTGATTCTGACA
TGCGTAGATATCGGGAAGAACACCA-GCGGCGAAAGCGCGCTACTGGGCCTGTACTGACA
TGCGTAGAGATTGGGAAGAACACCA-GCGGCGAAAGCGCGTGACTGGGCCTGAACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGTGACTGGGCCTGAGCTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGTGACTGGGCCTGAACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGTGACTGGGCCTGAACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGTGACTGGGCCTGAACTGACA
TGCGTAGATATCGGGAAGAACACCA-GTGGCGAAAGCGCTCTACTGGGCCATAACTGACA
TGCGTAGATATCGGGAAGAACACCA-GTGGCGAAAGCGCTCTACTGGGCCATAACTGACA
TGCGTAGATATCGGGAAGAACACCA-GCGGCGAAAGCGCGCTACTGGGCCGACACTGACA

doi/10.7872/crya/v38.iss4.2017.Suppl.Mat.



The new genus Timaviella (Leptolungbyaceae) Suppl.Mat.13

TGCGTAGATATTGAGAAGAACACCA-GCGGCGAAAGCGCGTGACTGGACCGGAACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGTGACTGGACCGGAACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGCTACTGGGCCTGTACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGCTACTGGGCCTGTACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGCTACTGGGCCTGTACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGCTACTGGGCCTGTACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGCTACTGGGCCTGTACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGCTACTGGGCCTGTACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGCTACTGGGCCATTACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGCGCTACTGGGCCATTACTGACA
TGCGTAGAGATTGGGAAGAACACCA-GCGGCGAAAGCGTCTAACTGGGTCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGTGTTACTGGGTCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGTGTTACTGGGTCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGTGTTACTGGGTCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCA-CCGGCGAAAGCGTGTTACTGGGTCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGTGTTACTGGGTCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGTGTTACTGGGTCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGTGTTACTGGGTCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGTGTTACTGGGTCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGTGTGACTGGGTCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGTGTGACTGGGTCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGTGTGACTGGGTCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGTGTGACTGGGTCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGTGTGACTGGGTCTGCACTGACA
TGCGTAGATATTGGGAAGAACACCA-GCGGCGAAAGCGTGTGACTGGGTCTGCACTGACA

CTGAGGTACGAAAGCCA-GGGGAGCAAATGGGATTAGATACCCCAGTAGTCCTGGCCGTA
CTGAGGTACGAAAGCCA-GGGGAGCAAATGGGATTAGATACCCCAGTAGTCCTGGCCGTA
CTGAGGTACGAAAGCCA-GGGGAGCAAATGGGATTAGATACCCCAGTAGTCCTGGCCGTA
CTGATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGATGGACGAAAGCTAGGGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGATGGACGAAAGCTA--GGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGAGGGAGGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGTGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
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CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGACAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCTTAGCTGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGAGGGGCGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATGCCCCTGTAGTCCTAGCTGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTCATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTCATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTCATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTCATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTCATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTCATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTCATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTCATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTCATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTCATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATA-CCCTGTAGTCCTAGCCGTA
CTCATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTCTTGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTCATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTCATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTA
CTCATGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGT-
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAATGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGT-
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-TGGGAGCGAAAGGGATTAGATA-CCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-TGGGAGCGAAAGGGATTAGATA-CCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-TGGGAGCGAAAGGGATTAGATA-CCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
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CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA
CTGAGGGACGAAAGCTA-GGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTA

AACGTTGGACACTAGGTGTTGCGCGTATCGACCCGTG-CAGTGCCGTAGCTAACGCGTTA
AACGATGGACACTAGGTGTTGCGCGTATCGACCCGTG-CAGTGCCGTAGCTAACGCGTTA
AACGATGGACACTAGGTGTTGCGCGTATCGACCCGTG-CAGTGCCGTAGCTAACGCGTTA
AACGATGGACACTAGGTGTTGGCCGTATCGACCCGGT-CAGTATCGAAGCAAACGCGTTA
AACGATGGACACTAGGTGTTGGCCGTATCGACCCGGT-CAGTATCGAAGCAAACGCGTTA
AACGATGGACACTAGGTGTTGGCCGTATCGACCCGGT-CAGTATCGAAGCAAACGCGTTA
AACGATGGACACTAGGTGTTGGCCGTATCGACCCGGT-CAGTATCGAAGCAAACGCGTTA
AACGATGGACACTAGGTGTTGGCCGTATCGACCCGGT-CAGTATCGAAGCAAACGCGTTA
AACGATGGACACTAGGTGTTGGCCGTATCGACCCGGT-CAGTATCGAAGCAAACGCGTTA
AACGATGGACACTAGGTGTTGGCCGTATCGACCCGGT-CAGTATCGAAGCAAACGCGTTA
AACGATGGACACTAGGTGTTGGCCGTATCGACCCGGT-CAGTATCGAAGCAAACGCGTTA
AACGATGGACACTAGGTGTTGGCCGTATCGACCCGGT-CAGTATCGAAGCAAACGCGTTA
AACGATGGACACTAGGTGTTGGCCGTATCGACCCGGT-CAGTATCGAAGCAAACGCGTTA
AACGATGGACACTAGGTGTTGGCCGTATCGACCCGGT-CAGTATCGAAGCAAACGCGTTA
AACGATGGATACTAGGTGTTGGCCGTATCGACCCGGT-CAGTATCGAAGCAAACGCGTTA
AACGATGGATACTAGGTGTTGGCCGTATCGACCCGGT-CAGTATCGAAGCAAACGCGTTA
AACGATGGATACTAGGTGTTGGCCGTATCGACCCGGT-CAGTATCGAAGCAAACGCGTTA
AACGATGGATACTAGGTGTTGGCCGTATCGACCCGGT-CAGTATCGAAGCAAACGCGTTA
AACGATGGATACTAGGTGTTGGCCGTATCGACCCGGT-CAGTATCGAAGCAAACGCGTTA
AACGATGGACACTAGGTGTTGGCCGTATCGACCCGGT-CAGTATCGAAGCAAACGCGTTA
AACGATGGACACTAGGTGTTGGCCGTATCGACCCGGT-CAGTACCGAAGCTAACGCGTTA
AACGATGGACACTAGGTGTTGGCCGTATCGAACCGGT-CAGTACCGAAGCTAACGCGTTA
AACGATGGACACTAGGTGTTGGCCGTATCGACCCGGT-CAGTACCGAAGCTAACGCGTTA
AACGATGGATACTAGGTGTTGGGCGTATCGACCCGTT-CAGTACCGTAGCTAACGCGTTA
AACGATGGATACTAGGTGTTGGACGTATCGACCCGTG-CAGTACCGTAGCTAACGCGTTA
AACGATGGATACTAGGTGTTGGACGTATCGACCCGTG-CAGTACCGTAGCTAACGCGTTA
AACGATGGATACTAGGTGTTGGACGTATCGACCCGTG-CAGTACCGTAGCTAACGCGTTA
AACGATGGATACTAGGCGTTGTCCGTATCGACCCGGG-CAGTGCCGTAGCTAACGCGTTA
AACGATGGATACTAGGCGTTGTCCGTATCGACCCGGG-CAGTGCCGTAGCTAACGCGTTA
AACGATGGATACTAGGCGTTGTCCGTATCGACCCGGG-CAGTGCCGTAGCTAACGCGTTA
AACGATGGATACTAGGCGTTGTCCGTATCGACCCGGG-CAGTGCCGTAGCTAACGCGTTA
AACGATGGATACTAGGCGTTGTCCGTATCGACCCGGA-CAGTGTCGTAGCTAACGCGTTA
AACGATGGATACTAGGCGTTGCCCGTATCGACCCGGG-CAGTGTCGTAGCCAACGCGTTA
AACGATGGATACTAGGCGTTGCCCGTATCGACCCGGG-GAGTGTCGTAGCCAACGCGTTA
AACGATGGATACTAGGCGTTGCCCGTATCGACCCGGG-CAGTGTCGTAGCCAACGCGTTA
AACGATGGATACTAGGCGTTGCCCGTATCGACCCGGG-CAGTGTCGTAGCCAACGCGTTA
AACGATGGATACTAGGCGTTGCCCGTATCGACCCGGG-CAGTGTCGTAGCCAACGCGTTA
AACGATGGATACTAGGCGTTGCCCGTATCGACCCGGG-CAGTGTCGTAGCCAACGCGTTA
AACGATGGATACTAGGCGTTGCCCGTATCGACCCGGG-CAGTGTCGTAGCCAACGCGTTA
AACGATGGATACTAGGCGTTGCCCGTATCGACCCGGG-CAGTGTCGTAGCCAACGCGTTA
AACGATGGATACTAGGCGTTGCCCGTATCGACCCGGG-CAGTGTCGTAGCTAACGCGTTA
AACGATGGATACTAGGCGTTGCCCGTATCGACCCGGG-CAGTGTCGTAGCCAACGCGTTA
AACGATGGATACTAGGCGTTGCCCGTATCGACCCGGG-CAGTGTCGTAGCCAACGCGTTA
AACGATGGATACTAGGCGTTGCCCGTATCGACCCGGG-CAGTGTCGTAGCCAACGCGTTA
AACGATGGATACTAGGCGTTGCCCGTATCGACCCGGG-CAGTGTCGTAGCCAACGCGTTA
AACGATGGATACTAGGCGTTGCCCGTATCGACCCGGG-CAGTGTCGTAGCCAACGCGTTA
AACGATGGATACTAGGCGTTGCCCGTATCGACCCGGG-CAGTGTCGTAGCCAACGCGTTA
AACGATGGATACTAGGCGTTGCCCGTATCGACCCGGG-CAGTGTCGTAGCCAACGCGTTA
AACGATGGAAACTAGGTGTTGCCCGTATCGACCCGGG-CAGTGCCGTAGCCAACGCGTTA
AACGATGGAAACTAGGTGTTGCCCGTATCGACCCGGG-CAGTGCCGTAGCCAACGCGTTA
AACGATGGAAACTAGGTGTTGCCCGTATCGACCCGGG-CAGTGCCGTAGCCAACGCGTTA
AACGATGGACACTAGGTGTTGCCCGTATCGACCCGGG-CAGTGCCGTAGCCAACGCGTTA
AACGATGGACACTAGGTGTTGCCCGTATCGACCCGGG-CAGTGCCGTAGCCAACGCGTTA
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AACGATGGAGACTAGGTGTTGCCCGTATCGACCCGGG-CAGTGCCGTAGCTAACGCGTTA
AACGATGGATACTAGGTGTTGCCCGTATCGACCCGGG-CAGTGCCGTAGCTAACGCGTTA
AACGATGGAGACTAGGTGTTGCACGTATCGACCCGTG-CAGTGCCGTAGCTAACGCGTTA
AACGATGGAGACTAGGTGTTGCACGTATCGACCCGTG-CAGTGCCGTAGCTAACGCGTTA
AACGATGGATACTAGGTGTTGCACGT-TCGACCCGTG-CAGTGCCGTAGCTAACGCGTTA
AACGATGGATACTAGGTGTTGCACGTATCGACCCGTG-CAGTGCCGTAGCTAACGCGTTA
AACGATGGATACTAGGTGTTGCACGTATCGACCCGTG-CAGTGCCGTAGCTAACGCGTTA
AACGATGGATACTAGGTGTTGCACGTATCGACCCGTG-CAGTGCCGTAGCTAACGCGTTA
AACGATGACAACTAGGTGTTGCGCGTATCGACCCGCG-CGGTGCCGTAGCCNACGCGTTA
AACGATGACAACTAGGTGTTGCGCGTATCGACCCGCG-CGGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGTGTTGCGCGTATCGACCCGCG-CGGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGTGTTGCGCGTATCGACCCGCG-CGGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGTGTTGCGCGTATCGACCCGCG-CGGTGCCGTAGCCAACGCGTTA
AACGATGGATACTAGGTGTTGCGCGTATCGACCCGAG-CAGTGCCGTAGCTAACGCGTTA
AACGATGACAACTAGGTGTTGCCCGTATCGACCCGGG-CAGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGTGTTGCCCGTATCGACCCGGG-CAGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGTGTTGCCCGTATCGACCCGGG-CAGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGTGTTGCCCGTATCGACCCGGG-CAGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGTGTTGCCCGTATCGACCCGGG-CAGTGCCGTAGCCAACGCGTTA
AACGATGGACACTAGGTGTTGGCCGTATCGACCCGGT-CAGTGCCGTAGCTAACGCGTTA
AACGATGGACACTAGGTGTTGGCCGTATCGACCCGGT-CAGTGCCGTAGCTAACGCGTTA
AACGATGGAAACTGGGTGTTGACCGTATCGACCCGGT-CAGTGCCGTAGCTAACGCGTTA
AACGATGGATACTAGGTGTTGCCCGTATCGACCCGGG-CAGTGCCGTAGCTAACGCGTTA
AACGATGGATACTAGGTGTTGCCCGTATCGACCCGGG-CAGTGCCGTAGCTAACGCGTTA
AACGATGGGTACTAGGTGTTGGCCGTATCGACCCGGT-CAGTGCCGTAGCTAACGCGTTA
AACGATGGGTACTAGGTGTTGGCCGTATCGACCCGGT-CAGTGCCGTAGCTAACGCGTTA
AACGATGGGTACTAGGTGTTGGCCGTATCGACCCGGT-CAGTGCCGTAGCTAACGCGTTA
AACGATGGGTACTAGGTGTTGGCCGTATCGACCCGGT-CAGTGCCGTAGCTAACGCGTTA
AACGATGGGTACTAGGTGTTGGCCGTATCGACCCGGT-CAGTGCCGTAGCTAACGCGTTA
AACGATGGGTACTAGGTGTTGGCCGTATCGACCCGGT-CAGTGCCGTAGCTAACGCGTTA
AACGATGGGTACTAGGTGTTGACCGTATCGACCCGGT-CAGTGCCGTAGCTAACGCGTTA
AACGATGGGTACTAGGTGTTGACCGTATCGACCCGGT-CAGTGCCGTAGCTAACGCGTTA
AACGATGACAACTAGGTGTGGTTCGTATCGACCCGAG-CCGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGCGTGGTTCGCATCGACCCGAG-CCGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGCGTGGTTGGTATCGACCCGAGCCGGTCCNGTAGCCAACGCGTTA
AACGATGACAACTAGGCGTGGTTCGTATCGACCCGAG-CCGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGCGTGGTTCGTATCGACCCGAG-CCGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGCGTGGTTCGTATCGACCCGAG-CCGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGCGTGGTTCGTATCGACCCGAG-CCGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGCGTGGTTCGTATCGACCCGAG-CCGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGCGTGGTTCGTATCGACCCGAG-CCGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGTGTGGTTCGTATCGACCCGAG-CCGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGTGTGGTTCGTATCGACCCGAG-CCGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGTGTGGTTCGTATCGACCCGAG-CCGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGTGTGGTTCGTATCGACCCGAG-CCGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGTGTGGTTCGTATCGACCCGAG-CCGTGCCGTAGCCAACGCGTTA
AACGATGACAACTAGGTGTGGTTCGTATCGACCCGAG-CCGTGCCGTAGCCAACGCGTTA

AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
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AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCTGCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTTCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTTCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTTCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTCTCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTCTCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTCTCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCANAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGAGGGGGGCC
AGTATCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
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AGTGTCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTGTCCCGCCTGGGGAGTACGCT-CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTTCCCGCCTGGGGAGTACGCA-CGCGAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTATCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTACCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTACCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTACCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTACCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTACCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTACCCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTACCCCGCCTGGGGAGTATGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTACCCCGCCTGGGGAGTATGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTNNGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC
AGTTGTCCGCCTGGGGAGTACGCA-CGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC

CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGAT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGAT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGAT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGAT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGAT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGAT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGAT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGAT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGAT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGAT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGAT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGAT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGA-T
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGAT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGAT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGAT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGAT
CGCACAAGCGGTGGAGGATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGGATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGGATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGGATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGGATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGGATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGGATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
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CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGACT
CGCACAAGCGGGGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCAAGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGTT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGTT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGTT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCY
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGTGAGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTTATTCGATGCAACGCGAAGAACCTTACCAGGACT
CGTACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGTT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCGCAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGACT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTTATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
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CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT

TGACATGTCGCGAACCTCGCGGAAACGTGGGGGTGCCTTCGGGAACGCG-AACACAGGTG
TGACATGTCGCGAATCTCGCGGAAACGTGGGAGTGCCTTCGGGAACGCG-AACACAGGTG
TGACATGTCGCGAATCTCGCGGAAACGTGGGAGTGCCTTCGGGAACGCG-AACACAGGTG
TGACATCCTACGAAGACTTTTGAAAGGAAGTTGTGCCTTCGGGAGCGTA-GAGACAGGTG
TGACATCCTACGAACTTTCGTGAAAGCGATTGGTGCCTTCGGGAGCGTA-GAGACAGGTG
TGACATCCTACGAATTTCCGTGAAAGCGGTTAGTGCCTTCGGGAGCGTA-GAGACAGGTG
TGACATCCTACGAATCTTCTTGAAAGGGAAGAGTGCCTTCGGGAACGTA-GAGACAGGTG
TGACATCCTACGAATTCTTTTGAAAGGAAGGAGTGCCTTCGGGAGCGTA-GAGACAGGTG
TGACATCCTACGAATTCTTTTGAAAGGAAGGAGTGCCTTCGGGAGCGTA-GAGACAGGTG
TGACATCCTACGAATCTTCTTGAAAGGGAAGAGTGCCTTCGGGAACGTA-GAGACAGGTG
TGACATCCTACGAATCTTCTTGAAAGGGAAGAGTGCCTTCGGGAACGTA-GAGACAGGTG
TGACATCCTACGAATCTTCTTGAAAGGGAAGAGTGCCTTCGGGAACGTA-GAGACAGGTG
TGACATCCTACGAATCCTCTTGAAAGGGAGGAGTGCCTTCGGGAGCGTA-GAGACAGGTG
TGACATCCTACGAATCCTCTTGAAAGGGAGGAGTGCCTTCGGGAGCGTA-GAGACAGGTG
TGACATCCTACGAACATTTGTGAAAGCAGATGGTGCCTTCGGGAGCGTA-GAGACAGGTG
TGACATCCTACGAATCCTTCTGAAAGGAAGGAGTGCCTTCGGGAACGTA-GAGACAGGTG
TGACATCCTACGAATCTTTCTGAAAGGAGAGAGTGCCTTCGGGAACGTA-GAGACAGGTG
TGACATCCTACGAATCTTTCTGAAAGGAGAGAGTGCCTTCGGGAACGTA-GAGACAGGTG
TGACATCCTACGAATCTTTTTGAAAGGGAAGAGTGCCTTCGGGAGCGTA-GAGACAGGTG
TGACATCCTACGAATCTTCTTGAAAGGGGAGAGTGCCTTCGGGAGCGTA-GAGACAGGTG
TGACATCCCGCGAACCTTGCTGAAAGGCGAGGGTGCCTTCGGGAGCGCG-GAGACAGGTG
TGACATCCCGCGAACCTTGCTGAAAGGCGAGGGTGCCTTCGGGAGCGCG-GAGACAGGTG
TGACATCCCGCGAACCTTGCTGAAAGGCGAGGGTGCCTTCGGGAGCGCG-GAGACAGGTG
TGACATCCTGCGAATCACCGAGAGATTGGTGAGTGCCTACGGGAGCGCA-GAGACAGGTG
TGACATCCTGCGAATCTTTCAGAGATGAGAGAGTGCCTTCGGGAGCGCA-GAGACAGGTG
TGACATGTCGCGAATCCTTCAGAGATGAGGGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCTTTGAGAGATCAGAGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCCAGAATCCTCTTGAAAGAGAGGAGTGCCTTCGGGAACTGG-AACACAGGTG
TGACATGTCTAGAATTCCCTTGAAAGGGGGAAGTGCCTTCGGGAGCTAG-AACACAGGTG
TGACATGTCTAGAATTCCCTTGAAAGGGGGAAGTGCCTTCGGGAGCTAG-AACACAGGTG
TGACATGTCTAGAACCCTTGTGAAAGCAGGGGGTGCCTTCGGGAGCTAG-AACACAGGTG
TGACATGTCGCGAATCTTCTTGAAAGGGGAGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCTTCTTGAAARAGGAGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGTGAATCTCCTTGAAAGGGGAGAGTGCCTTCGGGAGCACG-AACACAGGTG
TGACATGTCGCGAATCTTCTTGAAAGGGGAGAGTGCCTTCGGGAACGCGMAACACAGGTG
TGACATGTCCAGAATCTCCTTGAAAGGGGGGAGTGCCTTCGGGAACTGG-AACACAGGTG
TGACATGTCCAGAATCTCCTTGAAAGGGGGGAGTGCCTTCGGGAACTGG-AACACAGGTG
TGACATGTCCAGAATCCCCTTGAAAGGGGGGAGTGCCTTCGGGAACTGG-AACACAGGTG
TGACATGTCCAGAATCTTCTTGAAAGGGAAGAGTGCCTTCGGGAACTGG-AACACAGGTG
TGACATGTCGTGAATCTCCTTGAAAGGGAGGAGTGCCTTCGGGAGCTGC-AACACAGGTG
TGACATGTCGCGAATCTCCTTGAAAGGGGAGAGTGCCTTCGGGAGCGCK-AACACAGGTG
TGACATGTCGTGAATCTCCTTGAAAGGGGAGAGTGCCTTCGGGAGCACG-AACACAGGTG
TGACATGTCGTGAATCTCCTTGAAAGGGGAGAGTGCCTTCGGGAGCACG-AACACAGGTG
TGACATGTCGCGAATCTCCTTGAAAGGGGAGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCTCCTTGAAAGGGGAGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCTCCTTGAAAGGGGAGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCTCTTTGAAAGGGGAGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCTCCTTGAAAGGGGAGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATCCTGCGAACCTCCTTGAAAGGGGAGGGTGCCTTCGGGAGCGCA-GAGACAGGTG
TGACATCCTGCGAACCTCCTTGAAAGGGGAGGGTGCCTTCGGGAGCGCA-GAGACAGGTG
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TGACATCCTGCGAACCTCCTAGAAAGGGGAGGGTGCCTTCGGGAGCGCA-GAGACAGGTG
TGACATGTCCAGAACCCTCTTGAAAGGGAGGGGTGCCTTCGGGAACTGG-AGCACAGGTG
TGACATGTCCAGAACCCTCTTGAAAGGGAGGGGTGCCTTCGGGAACTGG-AGCACAGGTG
TGACATGTCGCGAATCCTCTTGAAAGGGAGGAGTGCCTACGGGAGCGCG-AGCACAGGTG
TGACATGTCGCGAATCTCCTTGAAAGAGGGGAGTGCCTACGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCCCCTTGAAAGAGGGGAGTGCCTACGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCCCCTTGAAAGAGGGGAGTGCCTACGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCCCTTTGAAAGGAGGGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCCTCTTGAAAGAGAGGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCCTCTTGAAAGGGAGGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCCTCTTGAAAGAGAGGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCCTCTTGAAAGGGAGGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAACCCCGCTGAAAGGTGGGGGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAACCCCGCTGAAAGGTGGGGGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAACCCCGCTGAAAGGTGGGGGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAACCCCGCTGAAAGGTGGGGGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATTCCGGTGAAAGTCGGGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCTCCTTGAAAGGGGAGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCTTCTTGAAAGGGAAGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTGCAGAATCCTCTTGAAAGGGAGGAGTGCCTTCGGGAGCTGC-AACACAGGTG
TGACATGTGCAGAATCCTCTTGAAAGGGAGGAGTGCCTTCGGGAGCTGC~-AACACAGGTG
TGACATGTGCAGAATCTTCTTGAAAGGGAAGAGTGCCTTCGGGAGCTGC-AACACAGGTG
TGACATGTCGCGAATCCTCTTGAAAGGGAGGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCCTCTTGAAAGGGAGGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCTTCTTGAAAGGGGAGAGTGCCTTCGGGAACGCG-AACACAGGTG
TGACATGTCGCGAATCTTTGTGAAAGCAGAGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCTTTGTGAAAGCAGAGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCCTCGGGAAACTGAGGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCCTCGGGAAACTGAGGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCCTCGGGAAACTGAGGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCCTCGGGAAACTGAGGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCCTCGGGAAACTGAGGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCCTCGGGAAACTGAGGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAACTCTTGTGAAAGTGAGAGGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTCGCGAATCCCGGTGAAAGTCGGGAGTGCCTTCGGGAGCGCG-AACACAGGTG
TGACATGTGCAGGATTCGAGTGAAAGCTTGAAGTGCCTTCGGGAGCTGC-AACACAGGTG
TGACATCCTCGGAACCCTGATGAAAGTTAGGGGTGCCTTCGGGAGCCGA-GAGACAGGTG
TGACATCCTCGGAACCCTGATGAAAGTTAGGGGTGCCTTCGGGAGCCGA-GAGACAGGTG
TGACATCCTCGGAACCCTGATGAAAGTTAGGGGTGCCTTCGGGAGCTGA-GAGACAGGTG
TGACATCCTCGGAACCCTGATGAAAGTTAGGGGTGCCTTCGGGAGCCGA-GAGACAGGTG
TGACATCCTCGGAACCCTGATGAAAGTTAGGGGTGCCTTCGGGAGCCGA-GAGACAGGTG
TGACATCCTCGGAACCCTGATGAAAGTTAGGGGTGCCTTCGGGAGCCGA-GAGACAGGTG
TGACATCCTCGGAACCCTGATGAAAGTTAGGGGTGCCTTCGGGAGCCGA-GAGACAGGTG
TGACATCCTCGGAACCCTGATGAAAGTTAGGGGTGCCTTCGGGAGCCGA-GAGACAGGTG
TGACATCCTGCGAACTTTTCTGAAAGGAGAAGGTGCCTTCGGGAGCGCA-GAGACAGGTG
TGACATCCTGCGAACCTCTTTGAAAGGAGAGGGTGCCTTCGGGAGCGCA-GAGACAGGTG
TGACATCCTGCGAATCTACTTGAAAGGGTGGAGTGCCTTCGGGAGCGCA-GAGACAGGTG
TGACATCCTGCGAATCTCCTTGAAAGGGGAGAGTGCCTTCGGGAGCGCA-GAGACAGGTG
TGACATCCTGCGAATCTCCTTGAAAGGGGAGAGTGCCTTCGGGAGCGCA-GAGACAGGTG
TGACATCCTGCGAATCTCCTTGAAAGGGGAGAGTGCCTTCGGGAGCGCA-GAGACAGGTG

CTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
CTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
CTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
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GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCTCCGGTCCGW-GAAATGTTGGGTTAAAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GGGCATGGCTGTCCGTCAGCTCCGKGTCGTGGAGAAGTTGGGTT-AAGTCCCNGCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATAGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
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GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGCCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGC-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC~-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA
GTGCATGGCTGT-CGTCAGCT-CGTGTCGT-GAGATGTTGGGTT-AAGTCCC-GCAACGA

-GCGCAACCCTCGTCGTCAGTTGCCATCA-TTCAGTTGGG-CACTCTGG-CGAG-ACTGC
-GCGCAACCCTCGTCGTCAGTTGCCATCA-TTTAGTTGGG-CACTCTGG-CGAG-ACTGC
-GCGCAACCCTCGTCGTCAGTTGCCATCA-TTCAGTTGGG~-CACTCTGG-CGAG-ACTGC
—-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTAAGTTGGG-CACTTTAA-GGAG-ACTGC
—-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTAAGTTGGG-CACTTTAG-GGAG-ACTGC
-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTAAGTTGGG-CACTTTAA-GGAG-ACTGC
-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTAAG-TGGG-CACTTTAA-GGAG-ACTGC
—-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTAAGTTGGG-CACTTTGA-GGAG-ACTGC
—-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTAAGTTGGG-CACTTTGA-GGAG-ACTGC
-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTAAGTTGGG-CACTTTAA-GGAG-ACTGC
—-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTAAGTTGGG-CACTTTAA-GGAG-ACTGC
—GCGCAACCCTCGTCCTTAGTTGCCATCA-TTAAGTTGGG-CACTTTAA-GGAG-ACTGC
-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-GGAA-ACTGC
-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTCAGTTGGG-CACTTTAA-GGAG-ACTGC
—-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTAAGTTGGG-CACTTTAA-GGAG-ACTGC
—-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTAAGTTGGG-CACTTTAA-GGAG-ACTGC
-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTAAGTTGGG-CACTTTAG-GGAG-ACTGC
—-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTAAGTTGGG-CACTTTAG-GGAG-ACTGC
—-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTAAGTTGGG-CACTTTAA-GGAG-ACTGC
-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTAAGTTGGG~-CACTTTAA-GGAG-ACTGC
-GCGCAACCCTTGTCCTTAGTTGCCATCA-TTAAGTTGGG-CACTCTGA-GGAG-ACTGC
—-GCGCAACCCTTGTCCTTAGTTGCCATCA-TTCAGTTGGG-CACTCTGA-GGAG-ACTGC
-GCGCAACCCTTGTCCTTAGTTGCCATCA-TTCAGTTGGG-CACTCTGA-GGAG-ACTGC
-GCGCAACCCTCGTTCTTAGTTGCCAGCA-TTCAGTTGGG-CACTCTAG-GGAG-ACTGC
—-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTAAGTTGGG-CACTCTGG-GGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTAAGTTGGG-CACTCTAA-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCATCA-TTAAGTTGGG~-CACTCTAA-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTTAGTTGGG-CACTCTGA-AGAG-ACTGC
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-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTGA-AGAG-ACTGC
—-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTGA-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTAAGTTGGG-CACTCTGA-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTTAGTTGGG-CACTCTAG-AGAG-ACTGC
GGCGCAACCCTCGTTTTTAGTTGCCATCA-TTAAGTTGGGCCACTCTAGRAGAAGACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTAAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCTCGT-TTTAGTTGCCATCANTTAAGTTGGG-CACTCTAR-ARAGAACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTAAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTCTAGTTGCCATCA-TTAAGTTGGG-CACTTTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTAAGTTGGG-CACTCTAC-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTAAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTTAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTTAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTTAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTGAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTTAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCAGCA-TTGAGTTGGG-CACTCTAG-AGAG-ACTGC
—-GCGCAACCCACGTTTTTAGTTGCCAGCA-TTGAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCAGCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCAGCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
—-GCGCAACCCACGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTATTTAGTTGCCATCA-TTAAGTTGGG-CACTCTAG-ATAG-ACTGC
-GCGCAACCCACGTTCTTAGTTGCCAGCA-TTTAGTTGGG-CACTCTGG-GAAG-ACTGC
-GCGCAACCCACGTTCTTAGTTGCCAGCA-TTTAGTTGGG-CACTCTGG-GAAG-ACTGC
-GCGCAACCCACGTTCTTAGTTGCCAGCA-TTTAGTTGGG-CACTCTGG-GAAG-ACTGC
-GCGCAACCCACGTTCTTAGTTGCCAGCA-TTTAGTTGGG-CACTCTGG-GAAG-ACTGC
-GCGCAACCCACGTCTTTAGTTGCCAGCA-TTAAGTTGGG-CACTTTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTCTAGTTGCCATCA-TTGAGTTGGG-CACTTTAG-AGAG-ACTGC
—-GCGCAACCCTCGTTTCTAGTTGCCATCA-TTGAGTTGGG-CACTTTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTCTAGTTGCCATCA-TTGAGTTGGG-CACTTTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTCTAGTTGCCATCA-TTAAGTTGGG-CACTTTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTCTAGTTGCCATCA-TTGAGTTGGG-CACTTTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCAGCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
—-GCGCAACCCTCGTCCTTAGTTGCCATCA-TTCAGTTGGG-CACTCTGG-GGAG-ACTGC
—GCGCAACCCTCGTTTCTAGTTGCCATCA-TTGAGTTGGG-CACTCTGG-AGAG-ACTGC
-GCGCAACCCTCGTTTCTAGTTGCCATCA-TTGAGTTGGG-CACTCTGG-AGAG-ACTGC
-GCGCAACCCACGTCTTTAGTTGCCATCA-TTTAGTTGGG-CACTCTGG-AGAG-ACTGC
—-GCGCAACCCACGTCTTTAATTGCCATCA-TTCAGTTGGG-CACTCTGG-AGAG-ACTGC
-GCGCAACCCACGTCTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTGG-AGAG-ACTGC
-GCGCAACCCACGTCTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTGG-AGAG-ACTGC
-GCGCAACCCACGTCTTTAGTTGCCATCA-TTTAGTTGGG-CACTCTGG-AGAG-ACTGC
—-GCGCAACCCACGTCTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTGG-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCAGCA-TTAAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCTCGTTTTTAGTTGCCATCA-TTTAGTTGGG-CACTCTAG-AGAG-ACTGC
—-GCGCAACCCACGTTTTTAGTTGCCATCA-TTGAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCAGCA-TTCAGTTGGG~-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCAGCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
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-GCGCAACCCACGTTTTTAGTTGCCAGCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCAGCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCAGCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCAGCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCAGCA-TTTAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCAGCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCGCGTTTTTAGTTGCCATCA-TTGAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCAGCA-TTGAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCAGCA-TTTAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
-GCGCAACCCACGTTTTTAGTTGCCATCA-TTCAGTTGGG-CACTCTAG-AGAG-ACTGC
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34 787
AY493635
AY493636
AY493637
GQ162323
KF264597
GR2_ITS
AY493644
AY493646
EF429299
EF429288
AY768371
KF246494
KF246497
AY493642
AY493643
HM018691
KM052813
JX887894
JX887891
GR4_ITS
GR13_ITS
KU219710
AY493640
AY493641
KF307604
EF429297
KU161670
KU161669
KF761585
DQ786166
EU528672
KF761588
JN712771
KF307598

The new genus Timaviella (Leptolungbyaceae) Suppl.Mat.27

AGGGAGACC-TACTAGGTTATAA--ACTGAAAGCGATTT---—-———————
AGGGAGACC-TACTAAGTTAGTA--CTTGAAAGCAATTA-——=======—
AAGGAGACC-TACTAAGTTAATA--CCTGAAAGCGATTT--—————————
NAGGAGACC-TACTAAGTTAATA--CCTGAAAGCGATTT-——————————
AAAGAGACC-CACTAA-TCATTC--ACTGAAAGCGATTT---————————
AAGGAGACC-TACTAGGTAATAC--TTTGAAAGCACATT--—————————
AAGGAGACC-TACCCCCTTTGATTTTCTTAAT ————————m e e
NNNNNNNCC---CCCTTTGACTT--TCTTAAT—————— e e e e e e —

AAGGAGACC-TACCCTCTCCCCTAATTTTAA———————— e
AAGGAGACC-TACCCTCTCACTT--AGCTAAAGC-——————mmm e
AAGGAGACC-TACCCTCTCACTT--AGCTAAAGC———————— e —
AGGGGGACCTTACCCCTTCCT----TTTGAAAGTCCTAG-——————————
AGGGAGACCTTACCCCTTCCT----TTTGAAAGTCCTAG--—-————————

AGGGAGACC-TACCTACTCAAA---GTTGAACGTGAGTT-————=—————
AGGGAGACC-TACCTACTCAAA---GTTGAACGTGAGTT-———=—=————
AGGGAGACC-TACCTG-TCAAAT--CCTGAAAGCGAAA————————————
AGGGAGACC-TACCTGTTGAATA--ACTGAAAGCGCTTG-—=——=——=——
AGGGAGACC-TACCTGTTGAATA--ACTGAAAGCGCTTG-—=——==————
AGGGAGACC-TACCTGTTGAATA--ACTGAAAGCGCTTG-—--————————
AGGGAGACC-TACCTATTCCCT---ATGGAAAGCAACGA-——————————
AGGGAGACC-TACCTGTTCGAT---ATTGAAAGCAGCAG-=—————————
AGGGAGACC-TACCTGTTGAAT---CAGGAAAGTAAATC———————————
AGGGAGACC-TACCCGTTTCTC---CTTGAACGTTCAGTTCTCCAGTGAA
AGGGAGACC-TACCCGTTTCTA---CTTAAACGCTTACTTTCT———————
AGGGAGACC-TACCCTATCGGAT--ACCGAACCCAA-———————m e
AGGGAGACC-TACCCTATCGAAT--ACCGAACCACATTG--—————————
AGGGAGACC-TACCCACTCTTAA--GCTGAACGCACACT--—————————
AGGGAGACC-TACCCACTCTTAA--GCTGAACGCACACT———————————
AGGGAGACC-TACCCATTCAGAA--TCTGAAAGCAAAGT———————————
AGGGAGACC-TACCCATTCAGAT--TCTGAAAGCACAGA-——————————
AGGGAGACC-TACCCGCTCAAAT--TCTGAAAGCAATGT---————————
AGGGAGACC-TACCTACTCAGAT--TCTGAAAGCACAAT-——————————
AGGGAGACC-TACCCTTGATTAC--TCCGAGAGTTAATT———————————
AGGGAGACC-TACCCTTGATAAC--TCCGAACCACACTG--—————————

------------------------------- GCGAATAGGTTGTAGCTGTAG
------------------------------- GCGAATAGAGTCTAGCTGTAG
------------------------------ TGCGAATAGGGTTTAGCTGTAG
------------------------------ TGCGAATAGGGTTCAGCTGTAG
------------------------------- GCGAATAAGTAGGTGAAGTAG
------------------------------- GCGAATAGAAGGTTACTGTAG
——————————————————————————————————— TGAAGAACAAAGGCTGG
----------------------------------- TGAAGAACAAAGGCTGG
----------------------------------- TTAGGATGAGAA--AGG
------------------------------------ TAGGATGAGAA--AGG
------------------------------------ TAGGATGAGAA--AGG
------------------------------ GACAAGTAAAAAAGAAGC-AGG
------------------------------ GACAAGTAAAAAAGAAGC-AGG
-------------------- AGAAATAACGAGCTGGTAAGCTAAGAGT-TGG
-------------------- AGAAATAACGAGCTGGTAAGCTAAGAGT-TGG
------------------------------- GCGAAAAGGGAGATGAT-TGG
—————————————————————————————— CGCGATTAGGCTATCAAC-TGG
------------------------------ CGCAATTGAAGGTATCAACTGG
------------------------------ CGCAATTAGGGTATCAAC-TGG
—————————— GAAGTCAAGAGACTCAACGCTGTGATTAGATAGAGAAC-AGG
---------- AAGGTTGAGAGACTGAGTGTTGTTATTAGGTAAAGAAC-TGG
-------------------- GGCAACGATGAGCGAGTAATGAAACAAC-TGG

TCAATTAACCTCGGTTGATTTGATTGGTTAGAGGATTGGGCTATTAGAGAAGAAGC-TGG

ACTATTCAACCTTGGTTGAGTGAGGAAAAGAGTTATCAGAGTAGAGAT-TGG

Fig. S4. 16S-23S ITS alignment used for the phylogenetic analyses.
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--------------------------------------- GTGAACTAGGTAACGATAAGG
------------------------------------------ AATTAGGTAACGATAAGG
--------------------------------------- GTTATTAAGCAAGAGTC--GG
--------------------------------------- GATATTAAGCAAGAGTC--GG
--------------------------------------- GCAAATAGGAACTGGAT-TGG
--------------------------------------- GCAAATAGGGACTGAAT-TGG
--------------------------------------- GCAAATAAGGATTGAGT-TGG
--------------------------------------- GCAAATAAGGATTGAGT-TGG
------------------------------------------ TATAGGAGAATTGAGAGG
----------------------------------------- AATTAGGAGTATTGAGTGG

TCACCT--AAGGTCGATGAGGGTTTCGTTAGTTAAAGAGTACAAGCG-—=—————————=
TCACCT--AAGGTCGTTGAGGGTTTTGTTTTTACTGC———————m e e
TCACCT--AAGGTCGTTGAGGGTTTTGTTAGTTCTGGT-—————— e e e
TCACCT--AAGGTCGTTGAGGGTTTTGTTAGTTCTTCT-—————————— e ——
TCACTT--AAGGTCGTTGAGGGTTTAGTGAGTTAAAGTCATTAAGCAAACAAAGAGACTC
TCACCT--AAGGTCGTTGAGGGTTTCGATAGTTAAAGTCAACAAGCGACCAGAGAAACTT
TCAACTT--AGGTCGTTCGGAGCTTTCCGCGCGGATTATTTATATT——————————————
TCAACCT--AGGTCGTTCGGAGCTTTCCGCGCAGATTATTTATATT——————mmmm - —
TCAACT---AGGTCGTTCGAAGCTTTC———————— e e
TCAACT---AGGTCGTTCGAAGCTTTC-— === ——m e e
TCAACT---AGGTCGTTCGAAGCTTTC——————— e e e
TCATCTC-AAGGTCGGTCAGGAATA - — = — —— —
TCATCTC-AAGGTCGGTCAGGAATG- === e e e e
CCATCCCAAAGGTCGTTCG-GATAT — = — = — — =
CCATCCCAAAGGTCGTTCG-GATAT — = — = — = — e e
TCATCCCAAAGGTCGTTCGGAAT T —— — = — — e
TCATCCCAAAGGTCGTTCG-GAT T T —— — = —— —— e~
TCATCCCAAAGGTCGTTCG-GATT T - === — e e e
TCATCCCAAAGGTCGTTCG-GAT T T —— — = — = — — o=
TCACCCCAAAGGTCGTTCG=GAT T T == — = — — — m e e
TCATCCCAAAGGTCGTTCG=GAT TT == — = — = — — e e
TCATCCCAAAGGTCGTTCG=GATAT ———— —— oo
TCATCCC-AAGGTCGTTCGAGGAT T - == == — —— — e e e e
TCATCCC-AAGGTCGTTCGAGGATT - === — e e e e e
TCAACCT-AAGGTCGTTGAGGTTG - — = — = ——— o o e
TCAACCT-AAGGTCGATGAGAAT T - === m e e e e
TCATCCC-GAGGTCGTTCGAGT T T—————— e e e
TCATCCC-AAGGTCGTTCGAGTT Tm == — = — = m e e e
TCATCCC-AAGGTCGTTCGAGGTAT === — e e e
TCATCCC-AAGGTCGTTCGAGGTAT — = —— —— —— e
TCATCCC-AAGGTCGTTCGAGGTAT === m e e e e
TCATCCC-AAGGTCGTTCGAGGTAT - === — e e e
TCACTCT--AGGTCGTACAGGGATT - = — = — = — — o o=
TCACTCT--AGGTCGGTCAGGGCT T T-———mmm e e e e e e
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The new genus Timaviella (Leptolungbyaceae) Suppl.Mat.29

---------------- ATGTG--—=—=—TTGGCT-—————————m—mmmmm—m e —
---------------- AGATG-——=—=TTAGGGT————————————mmmmm e
---------------- AGAAG--—=—=TTAGGCT == === mmmmmmmmmm e e e e
---------------- AGAAG-——=—=TTAGGCT————————————mmmmm e —
---------------- AGAAG-————=TTAGGCT———————m—mm e e
---------------- AGATG--—=—=TTAGGTT————————————m—mmm—m—m— - —
---------------- AGATG—————=CTAGACT—————————mm e e oo
---------------- TGATG-—=—=—=TTGACT— === == ———mm e
---------------- GAGTG=—=—=—=TTGACT—=——————— = ——mmmmmm e
---------------- GAGTG=—=—=—=TTGACT—=— === — = —mm e
---------------- GGATAGAACTAAATGGCT — === == —m—mmmmmmm e e
---------------- GGGTAGAACTAAATGGCT ————————— = ——mmmmmm e
---------------- AGATG-—————=—TTGGT T ———————mmmm e e
---------------- AGATG-——=———TTGGTT————————————m—mmmmm e —
---------------- GAGTG-—-~TTCGTGGCT————————————mmmmm e
---------------- GAGTG-—=—==TAAGGCT—— === —m—mm e e mm e e
———————————————— GAGTG-——-—=—-TCGGGCT——————————————————— o ————
---------------- GAGTG-———=—~TAAGGCT——————————mmmm e
---------------- GAGGA-———=——AGAGTT—————————————m—m e
---------------- GAGTA-———=—=—GAGTT———————————mmmm e
TTGGTGTAGTGAGTATTCCACTTCAAG-TTATTCAGG———~TGTT—————————— ACAAC
--------------------- TCCAAA-TTATTCAGG-—--TGTT-—————————ACGAC
--------------------- TCCAAG-TTATTCCGG--~=-TGTT~=—=—=——-——ATGAC
--------------------- TCCAAG-TTATTCCGG-——-TGTT~=————————ATGAC
--------------------- TTCAAA-TTATCGTG-~-~=-TGTT~=~=—=—=--ACGCC
--------------------- TTCAAA-TTATCGTG-——---TGTT-———————-—ACGAC
--------------------- TCTAAA-CTATCCC-=———=GGTT-=~———————CAGGG
--------------------- TCTAAA-CTATCCC----—=GGTT---—————--CAGGG
--------------------- TCTAAA-CTATCCC—=—=-—=GGTT-=———————--CAGGG
--------------------- TCTAAA-CTATCCC--—=-—=GGTT-=——-—-———--CAGGG
--------------------- TCTAAA-CTATCCC-=—=-—-GGTT-=-——-—————--CAGGG
--------------------- TCCAAA-CTGTCT-———=—=GGTC—=—=—=—=—=TGGTT
--------------------- TCCAAA-CTGTCT--————=GGTC-———=—=—==—TGGTT
--------------------- TCCAAA-CTATTT--——=—=GGTT-~-—-—-—=-CGGTT
--------------------- TCCAAA-CTATTT-—————=GGTT-—————=—=—CGGTT
--------------------- TTCAAAGCTATATAGAGATTGGTT -~ ————-—--CGGGG
--------------------- TTCAAAGCTATATAGAGACTGGTT-—————-—--CGGGG
--------------------- TTCAAAGCTATATAGAGACTGGTT -~ ————-—--CGGGG
--------------------- TTCAAAGCTATATAGAGACTGGTT-———-—-—--CGGGG
--------------------- TTCAAG-CTATATAGGGT--GGTT———————=—=CGG-~
--------------------- TTCAGA-CTATATAGGAT--GGTT—=~=—=—=—-CGG-~
--------------------- TTCAAAGCTATATT-————=GGTT-—————-——-CGGGT
--------------------- TCTAGA-CTATGTAAGATT-GGTT-—————-—--CGGGC
--------------------- TCTAAA-CTATGTAAGATT-GGTT-~-—-—-—--CGGGT
--------------------- TTCAAA-CTAACTA-———--GGTG-————————-—AGGGA
--------------------- TTCAAA-CTAACTA-———-=GGTG-=——————--AGGGA
--------------------- TTCAAA-CTATTTA-————--GGTT-—————————CGGTT
--------------------- TTCAAA-CTATTTA-————=GGTT-=——=—=—=-CGGTT
--------------------- TTCAAA-CTATTACA-———=GGTT-————————--CGGTA
--------------------- TTCAAA-CTATTAAA-————GGTT———————-—-CGGA~-
--------------------- TTCAAA-CTATTAAA-———=GGTT-=—=—=—=—=CGGT-
--------------------- TTCAAA-CTATTAAA-—-—-GGTT--—————-—-CGGT -
--------------------- TCTAAA-CTAAGTCGA----GGTTAATCGGTCTGAGGCA
--------------------- TCTAGA-CTAT-—=—=—===GGTT-=—=—=—=—-GAGGT
ACCACT = —— —m o e e e CGAAAGATAAGGGCTATT
GACAGT === == —mmm e TAATACACCGAGAGAGACGGGCTATT
AATGGT——————————mm e TGAGA-AACCGAGTCAAAGCATCAATCAAACGGGCTATT

AATGGT-=-======——————— TGAGA-AACCGAGTCAAAGCATCAATCAAACGGGCTATT
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ATCAGTTACGCCATGAATAGAGGCAC-CGACTAAATAACGGGCCTTAATAACGGGCTATT

ACCAAT-———-— AGAGATAGAAGACTA-AATATAAATGACGCCAAGTATTAGCGGGCTATT
NP, 1 GGGCTATT
NS GGGCTATT
A m GG — = —m o GGGCTATT
A m GG — = —— —m o GGGCTATT
A= — GG — = —— GGGCTATT
T T CAR— = — = o e CCAGTATGGGCTATT
T TCARA = = = = = CCAGTATGGGCTATT
e O AT GGGCTATT
O AT e e e o GGGCTATT
A AT AGACTGTGAGGGCTATT
e O AT AGACTGTGAGGGCTATT
e CAT AGACTGTGAGGGCTATT
SR N AGACTGTGAGGGCTATT
e DA T o e e AAAGGGCTATT
e DA T o AGAGGGCTATT
PO AT AT — = — = — e GGGCTATT
T AT GGGCTATT
DA T GGGCTATT
o L GGGCTATT
o o L GGGCTATT
e GGGCTATT
S GGGCTATT
TG T GGGCTATT
N, X GGGCTATT
T AT GGGCTATT
DA T e GGGCTATT
GTCTGT—————————m—mmmmmmm o ATGGCTGTTTGGGAGAGATTAGCGGGGGCTATT

T--TATTTCTCACCTTTTGCTCTTGATAGAGAAGGGTAGAGGAACAAAACCCGGGCTATT

AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACGCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCAAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGCTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGCTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGCTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGCTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAATCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAATCCAGGAT
AGCTCAGCTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
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AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT
AGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGAT

GGCCCACTTTCGGATA T ———— = —— — e
GGCCCACTTTCAT AT TCGA = — = = — e e e
GGCCCACTTTCATAT TC == —— — — — — o=
GGCGCACT T TCAT AT — = — = — — -
GGCCCACTTTAGAAAAGCGAAAGTATGAACGATGAATGATGAGTTTAAATTTTGCGTTCA
GGCCCACTTTGAAGAGAAGTGTGAAGTCAGAAGCATAAAGAATGACATGAGACTGTTTTT
GGCCCACCTTGAT TCAC T = = = — e e
GGCCCACCTTGATTCAC T === == — e e e
GGCCCACTCCATTGAGA— ——— = — e
GGCCCACTCCATTAAGA — = — = —
GGCCCACTCCATTAAGA— ——— = — e
GGCCCACCTTTCAATCT T T A= — = — = — — e
GGCCCACCTTTCAATCT T TA————— = — e
GGCCCAC O T T T AC A — e
GGCCCACCT T TAC A= — — — o =
GGCCCACCATTATCTCAGCATTAATTATCTCAGC———————— e
GGCCCACCATTAT TTGATC == — = — = — o
GGCCCACCATTATTTGATC == == = = e e e e e e
GGCCCACCATTATTTGATC = === = m e e e
GGCCCACCAT TAC T = — = m e o
GGCCCACTGT TAT - ——— — = — e
GGCCCAC T CGAA T C mm m — — e e e
GGCCCACCT T TTGAAR A~ = — = e
GGCCCACCTT T TGAAA - — = — — — e
GGCCCACCTGCATCAA T = = — = m e e e
GGCCCACCTGTATCAAT TCAA————— — e
GGCCCACCTTGAGGAGGAGTTCTGAGTTAAGAGTTCTTAGATTTGAGATAAGAGTTTTGA
GGCCCACCTTGAGGAGGAGTTCTGAGTTAAGAGTTCTTAGATTTGAGATAAGAGTTTTGA
GGCCCACCTTAGCGAT T —————— e
GGCCCACCTTAGCGA T T— — = — — = — e e
GGCCCACCTTAGC A A - — — = — e
GGCCCACCTTAGCAA - ———— — e
GGCCCAC T mm = m -
GGCCCACT—————— e

————————————————————————— TGCGACCATCAATTGCGTATAAGGGGGTATAGCTC
————————————————————————— GAAAGCTATTTTTGAGATGAATGGGGGTATAGCTC
————————————————————————— GAGATGAATAGTTTTGAAATGAGGGGGTATAGCTC
————————————————————————— TCGAGATGAATGTTTTGAAACATGGGGTATAGCTC
TTATTCCTAATTCATTGTT—————————————————————— TTTTTTGGGGGTATAGCTC
TAATTCATCATTCATTGCT—==—=-- CTTACTTCATCGTTTTACTCCTGGGGGTATAGCTC
————————————————————————— TGAGTCTCACTTGATTCAATGGGGGGGTTTAGCTC
————————————————————————— TGAGTCTCACTTGATTCAATGGGGGGGTTTAGCTC
———————————————————————————————————————————— CAAGGGGGTTTAGCTC
———————————————————————————————————————————— CAAGGGGGTTTAGCTC
———————————————————————————————————————————— CAAGGGGGTTTAGCTC
————————————————————————— CTTATGTAGAGATTGTTTGTGAGGGGGTTTAGCTC
————————————————————————— CTTATGTAGAGATTGTTTGTGAGGGGGTTTAGCTC
————————————————————————————————————————— TTACAAGGGGGTTTAGCTC
————————————————————————————————————————— TTACAAGGGGGTTTAGCTC
————————————————————————— ATTATTAAAGTAATGAACGAGAGGGGGTTTAGCTC
————————————————————————— ATTATCAACGTAATGACCGAAAGGGGGTTTAGCTC
————————————————————————— ATTATCAACGTAATGACCGAAAGGGGGTTTAGCTC
————————————————————————— ATTATTAACGTAATGACCGAAAGGGGGTTTAGCTC
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----------------------------------------- CAATGGGGGGGTTTAGCTC
----------------------------------------- TGACGGGGGGGTTTAGCTC
----------------------------------------- TGGAGAGGGGGTTTAGCTC
-------------------------------------------- TGAGGGGGTTTAGCTC
-------------------------------------------- CAAGGGGGTTTAGCTC
---------------------------------- TCAAACGATTGATGGGGGTTTAGCTC
------------------------- AGTTCTGACTTTGAATTTTGATGGGGGTTTAGCTC
TTAAGCTCCCTCAGGATCTAAGGACCAAGGCTTGAAACTCTTTATTTGGGGGTTTAGCTC
TTAAGCTCCCTCAGGATCTAAGGACCAAGGCTTGAAACTCTTTATTTGGGGGTTTAGCTC
------------------------------------ GATAATTGCTTGGGGGTTTAGCTC
------------------------------------- AATATTGCACGGGGGTTTAGCTC
----------------------------------------- TTGCACGGGGGTTTAGCTC
----------------------------------------- TTGCATGGGGGTTTAGCTC
----------------------------------------- AAGCGTGGGGGTATAGCTC
------------------------------------------- GCGTGGGGGTTTAGCTC

AGCTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTTACCTCCA
AGCTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTTACCTCCA
AGCTGGTAGAGCGCCTGCTTTGCAAGCAGGACGTCAGCGGTTCGAGTCCGCTTACCTCCA
AGCTGGTAGAGCGCCTGCTTTGCATGCAGGACGTCAGCGGTTCGAGTCCGCTTACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTTACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTTACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAACGGTTCGAGTCCGTTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAACGGTTCGAGTCCGTTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGRTGTCAACGGTTCGAGTCCGTTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAACGGTTCGAGTCCGTTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAACGGTTCGAGTCCGTTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAACGGTTCGAGTCCGTTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAACGGTTCGAGTCCGTTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAACGGTTCGAGTCCGTTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAACGGTTCGAGTCCGTTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAACGGTTCGAGTCCGTTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAACGGTTCGAGTCCGTTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAACGGTTCGAGTCCGTTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAACGGTTCGAGTCCGTTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTAACCTCCA
AGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTAACCTCCA
AGCTGGTAGAGCGCCTGCTTTGCAAGCAGGATGACAGCGGTTCGAGTCCGCTTACCTCCA
AGCTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGTCCGCTAACCTCCA

CCAAGCGTTCAGGTCATATTTTCCAGATACGTTCCATCCATGTAGCTAACCAGTAG----

CCACTAATTGCGAACAAAGACTGCA-————————————————— AAGAAATCGAGCT-——--
CCACACCTTACA—————————mmm e e TATTAATTAAGCT-———
CCACACCTTACACACG-= === — o mm e e e e ATTATCTACAATA-———
CCACGCCAGCCGCTA-—————————————m—m—m—m o AGCGAAACGAGAACTAA
CCACAAGAAACGCT —————————mm e e o e e AAGGAAACGGAAACGAA
CTGAGT —— == == —— —m —m o e e e e TCACGCTCAGACATGAA
CTGAGT ———— == == —m — e e TCACGCTCAGACATGAA
CCAACCGCTTAATTGACGATTTTT———————mmmm e m e e ATTGAATTGAGCG--——

doi/10.7872/crya/v38.iss4.2017.Suppl.Mat.
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CCAACCGATTGATTGAATCACTCTGTTGAATTTTTT——————— GTTGAATTGAGCG----—
CCAACCGATTGATTGAATCACTCTGTTGAATTTTTT——————— GTTGAATTGAGCG-—--—
CTGAGTGATTT—— === = m—mm e e e ATTCACTCTAAAA-—-——
CTGAGTGATTT ———— === — = ——— oo ATTCACTCTAAAA-———
CTGAGATAGGTGAG= === — === —m— o m o AATGAACCGAAAG-———
CTGAGATAGGTGAG———=— === ———mmmmm e AATGAACCGAAAG--——
ol e e L AATGACCCTGACG--AA
CTGGGTCAATCAGCCCTAACTA——————mmm e AAGAGATCCAGAA-———
CTGGGTAGTATGCCCTAGCCGA—————————————m— o AGTCAAGAGAGTG--——
CTGGGTAGTATGCCCTAGCCGA-——————mmmmm e AGTCAAGAGAGTG-———
CTGGGTGAATGACCCTAGCTGAAAA- —————————mmmm e e — AATTAATAGAGAG--——
CTGGGTA— — = == = — — o e AATTAAACCCTGATGAA
CTGATTT — — = == —m e e e e GATAATTTGAGAT-—-—
CTGAGAGCAGAGAGCTTTCGT-——————————————————— = — ACCCGAAGCGGCA--—-
CTGAAAGCTGAGAGCTTTCGTACCCGA-—————————————=— ATCCATTTCA-——————
CTGAG— == = = — = o e e e e e e
CTGGGAGA— = —— == ————— - — oo AGTCTCTCCGAAG-——-
CTGGGTAATAGCAAATTGT - ———————————mmmm e TATTAGCCAAATT-———
CTGGGTAATAGCAAATTGT ————————————————m—m TATTAGCCAAATT-———
CTGGG— === == ———m e AGTTAATAGAGCA-——-—
CTGG === — = — o e e e e e e AGTTGATAGAGCA--AG
CT GG == == = = = AGTTGATAGAGCG-—-——
CT GG === = = AGTTAATAGAACA-—-——
CCAGAGAGGGAT ——— === ——— e e e ATTCAGTTAGCACATTG
COACGA— — — - — oo AAGCATGGGATTG--——
----------------- AAATCAGCAACTA--——-—-—GGGATGTTTGGCA—————————=
------- ACG---ACAAAAATCAGCAACTA-————-——-—GAGATGTGAGGAAACACTT-—
------- ACG---GTAAAAATCAGCAACCA-—————-—-GGGATGTGAGCATTAGGTT- -

ACGAAACTGAATCAAAGCAATCAGCATCTACTGCTGTAGACGAACTAGGTTAGAGGAATC
AAACTGAATC---AAAGCAATCAGCATCTACTGCTGTAGGCGAACTAGGTTAAGAAATCA

CCGATTTTTG---GAACAACACAGCAATTC-========——— ATTTGATTTTACAGAAAC
CCGATTTTTG---GAACAACACAGCAATTC-==========— ATTTGATTTTACAGAAAC
---ATTGAGG---AGATAAGTCAGCAATTC---========— ATCTGCGAGAT--==—=——
—-—--ATTGAGG---ATATGCGACAGCAACTC-=-======—=——— ATCTGCGAGAT-—-—————
—-—--ATTGAGG---ATATGCGACAGCAACTC-========——= ATCTGCGAGAT--———-—

———GAGTTGG---GAAAACTTCAGCAAATA-——————————— GTTTTGTATTGCCTA-——
———GAGTTGG---GAAAACTTCAGCAAATA-——————————— GTTTTGTATTGCCTA-——
GAAATTGAGA---AAAGATTTCAGCAACTG-——————————— ATCTAGAGGATATTAATT
-------- GA---GAGCATTTCAGCAACTG-——=—=—=—-—-GTCTAGCGGATATTAGAT
--------------- ACACACCAGCAACTT-———————-———ATCTAGATATTCTCAAGG
--------------- ACACACCAGCAACTT--——=—=—-———ATCTAGATATTCTCAAGG
---------------- CATTTCAGCAACTG-——=—=—=—-—-ATCTAGCGAAGATTCAAT
AGCATTAAGA---GAAGATTTCAGCAACTT————————m e GTTTAATTTATCAAGGGA
------------- GAAGATATCAGCAACTT-——-—-—=—=—=—ATCTAGATGAA——————~—
-------------- TCAACTTCAGCAACTT-——=—=—=—=—-GTCTAACTAGGTCTTCAC
----------------- ATTCCAGCAACTC———=—=—===—=ATCTAATCT-————————
------------- AAACGATTCAGCAACTA-——=—=———=—-GTCTAGTCTGAAGCA~——
------- TTA---GAAGGATTCAGCAACTG-~=—=—=—=—=-TTCTAGTTTTCCAA- -~
-------- GC---GGAGAGTTCAGCAACTT-—-—-——-—-—-—-ATCTAACCAATTCATCAA
-------- GC---GGAGAGTTCAGCAACTT-~——-———=—-—-ATCTAACCAATTCATCAA
-—-AGAGGTA---GGAAAGTTCAGCAACTT-—————————=— ATCTAGGTTTAG-————~
CGAGATTGAG-—-—-GAACAGTTCAGCAACTT—————————=—— ATCTAGGGAATG—————~—
------ AGAG---GAAGAATACAGCAACTT—-—-—=—=—=——ATCTAGGTTTTG--————
-—-AGAGTTA---GGAAGATTCAGCAACTT———————— e e ATCTAGGTTTTG-—————
TAGGTTGTTCATCGAAGAGATGGGTGACGT———————————— Y
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——————————————————— CATCAT---AGCTTGCTGGTCTATCTAGACTAGTAAAAGAA
——————————————————— CAACATCGTAGATTGCTGGTCTTTCGGGACTAGC--TAGAA
——————————————————— CAACATCATGGGCTGCTGGTCTTTCAAGACTAGC--GAGAA
——————————————————— CATCAT---GGGCTGCTGGTCTTTCACGACTAGC--GAGAA

AACGTTCG=========—=— ATACACCATAGCGTGCTGGTCACTAAAGACCAGT--AAGAA
AAGTTCG-=========—==— ATACAACATAGTGTGCTGGTCACTAAAAGCCAGT--AAGAA
TGGA-—————————————— TCAAAG---AGCCTGCTGGG--GTTAGTCCCAGACAGAGAA
TGGA--=————————————— TCAAAG---AGCCTGCTGGG--GTTAGTCCCAGACAGAGAA

——————————————————— GCAGAG---AGTCTGCTGGA---TTATATCCAGTGCGAGAA
——————————————————— GTAGAG---AGCCTGCTGGA---TTATGTCCAGTACAAGAA
——————————————————— GTAGAG---AGCCTGCTGGA---TTATGTCCAGTACAAGAA
——————————————————— TTAGCAATCAGTCTGCTGGA-TTTGTTATCCAGT--CAGAA
——————————————————— TTAGCAATCAGTCTGCTGGA-TTTGTTATCCAGT--CAGAA
——————————————————— CAAGAG---TATCTGCTGGA--TTTAGATTCAGC-GAAGAA
——————————————————— CAAGAG---TATCTGCTGGA--TTTAGATTCAGC-GAAGAA
TATCAATAG-—-———==——— CTAGAG---AGCCTGCTGAG--GTAGAACTCAGT--AAGAA
TATCTTCAA-————————— CTAGAG---AGCCTGCTGAG--GAAGTCCTCAGT--GAGAA
GATTGAGTTTGGGAATAAAATAGAG---AGCCTGCTGAG--GAAGTCCTTAGT--AAGAA
GATTGAGTTTGGGAATAAGATAGAG---AGCCTGCTGAG--GAAGTCCTCAGT--AAGAA
TAACCTTCCT———===——- CTAGAG---AGCCTGCTGAG--GTTAGCCTCAGT--GAGAA
TAAA==————————————— TTAGAG---AGCCTGCTGAG--GTAAAGCTCAGT--GAGAA
——————————————————— CTAGAG---AGCCTGCTGAG--ATTAGTCTCAGT--GAGAA
GAATGTGAGACTAGGA---TTAGAG---AGCCTGCTGGA---CTTGTTCCAGA--CAGAA
——————————————————— TTAGAG---AGCCTACTGGA---CTTGTTCCAGA--CAGAA
——————————————————— CTAGAG---AGCCTGCTGGA--TGCGAGTCCAGT--CAGAA
——————————————————— CTAGAG---AGCCTGCTGGA---TTTAGTCCAGT--CAGAA
G- TTAGAG---AGCCTGCTGGA----GTAATCCAGT--CAGAA
Gremmmmmm e TTAGAG---AGCCTGCTGGA----GTAATCCAGT--CAGAA
——————————————————— CTAGAG---AGCCTGCTGGA----GATGTCCAGC--CAGAA
——————————————————— CTAGAG---AGCCTGCTGGG----ATTGTCCAGC--CAGAA
——————————————————— CTAGAG---AGCCTGCTGGA---TTTAGTCCAGT--CAGAA
——————————————————— CTAGAG---AGCCTGCTGGA----TTCGTCCAGT--CAGAA
———————————————————————————— AGTCTGCTAGG--TGAGAGCCTAGT-GAAGGA
——————————————————— CCAAGGCATAGTCTGCTGGG--TGAGAACCTAGC-AAAGAA

CCTTGACAACTGCATAG
CCTTGACAACTGCATAG
CCTTGACAACTGCATAG
CCTTGACTACTGCATAG
CCTTGACAACTGCATAG
CCTTGACAACTGCATAG
CCAAGAAAACTGCATAG
CCAAGAAAACTGCATAG
CCAAGAAAACTGCATAG
CCAAGAAAACTGCATAG
CCAAGAAAACTGCATAG
CCTAGAAAACTGCATAG
CCTAGAAAACTGCATAG
CCTTGAAAACTGCATAG
CCTTGAAAACTGCATAG
CCTTGAAAACTGCATAG
CCTTGAAAACTGCATAG
CCTTGAAAACTGCATAG
CCTTGAAAACTGCATAG
CCTTGAAAACTGCATAG
CCTTGAAAACTGCATAG
CCTTGAAAACTGCATAG
CCATGAAAACTGCATAG
CCATGAAAACTGCATAG

doi/10.7872/crya/v38.iss4.2017.Suppl.Mat.
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CCTTGAAAACTGCATAG
CCTTGAAAACTGCATAG
CCTTGAAAACTGCATAG
CCTTGAAAACTGCATAG
CCATGAAAACTGCATAG
CCATGAAAACTGCATAG
CCATGAAAACTGCATAG
CCATGAAAACTGCATAG
CCTAGACAACTGAATAC
CCTTGAAAACTGAATAC
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Suppl.Mat.37

TGCAAGTCGAACGAACCTATTCGTAGGTAAGT
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAACACTTTCGGGTGTGAGT

GGCGGACGGGTGAGTAACGCGTGAGGATCTGCCTACAGGATGGGGATAACAGGGAGAAAT
GGCGGACGGGTGAGTAACGCGTGAGGATCTGCCTACAGGACCGGGACAACAGTGGGAAAC

TCCTACTAAAACCCAATGTGCCGAGAGGTGAAATATTTATAGCCTGTAGATGAGCTCGCG
TGCTGCTAAAACCGGATGTGCCGAGAGGTGAAATATTTATAGCCTGTAGATGAACTCGCG

TCTGATTAGCTAGTTGGTGAGGTAAAGGCTTACCAAGGCGACGATCAGTAGCTGGTCTGA
TCTGATTAGCTAGTTGGTGTGGTAAAGGCATACCAAGGCGACGATCAGTAGCTGGTCTGA

GAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT
GAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT

GGGGAATTTTCCGCAATGGGCGAGAGCCTGACGGAGCAACGCCGCGTGAGGGAGGAAGGC
GGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGGGAGGAAGGC

CTGTGGGTCGTAAACCTCTTTTCTCAGGGAAGAAGTTCTGACGGTACCTGAGGAATCAGC
CTGTGGGTTGTAAACCTCTTTTCTCAAGGAAGAAGTTCTGACGGTACTTGAGGAATCAGC
AAGAAGTTCTGACGGTACCTGAGGAATCAGC
R e T TR T

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAAT
ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAAT
ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAAT

]

TATTGGGCGTAAAGCGTCCGTAGGCGGTTTCAAAAGTCTGTTGTTAAAGCCCACAGCTCA
TATTGGGCGTAAAGCGTCCGTAGGCGGTTTCAAAAGTCTGTTGTTAAAGCCCACAGCTCA
TATTGGGCGTAAAGCGTCCGTAGGCGGTTACAAAAGTCTGTTGTTAAATCCCACAGCTCA
dkkkkkkkkkkkkkkkkkkkkkkkkkkkk hokkkkkkkkkhkkkkkokk kkkkkkkkkkk

ACTGTGGATAGGCAATGGAAACTGTGAGACTAGAGAGTGGTAGGGGTAGAGGGAATTCCT
ACTGTGGATCGGCAATGGAAACTGTGAGACTAGAGAGTGGTAGGGGTAGAGGGAATTCCT
ACTGTGGATGGGCAATGGAAACTATGAGACTAGAGCGTGGTAGGGGTAGAGGGAATTCCT

R 2

AGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGCTCTACTG
AGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGCTCTACTG
AGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGCTCTACTG
kkkkk ok ok ok ok okk ok kk ok ok kkkkkk ok k ok ko kk ok ok kkk ok kk ok kkk ok ok kk ok k ok ko k ok ok k ok ok

GGCCATTACTGACGCTGATGGACGAAAGCTAGGGGAGCGAAAGGGATTAGATACCCCTGT
GGCCATTACTGACGCTGATGGACGAAAGCTAGGGGAGCGAAAGGGATTAGATACCCCTGT
GGCCATGACTGACGCTGATGGACGAAAGCTAGGGGAGCGAAAGGGATTAGATACCCCTGT

hokkkkk kkkkkkkkkkkkkkkkkkkkkkkkkkkkkkhkkkkkkkkkkkkkkkkkkk k%

AGTCCTAGCTGTAAACGATGGATACTAGGTGTTGGCCGTATCGACCCGGTCAGTATCGAA
AGTCCTAGCTGTAAACGATGGATACTAGGTGTTGGCCGTATCGACCCGGTCAGTATCGAA
AGTCCTAGCTGTAAACGATGGATACTAGGTGTTGGCCGTATCGACCCGGTCAGTATCGAA
Fkkkkk ok ok ok ok okkk ok ok ok ok ok ok ok kk ok k ok ok kkkk ko kkk ok k ko kkk ok kok ok ok kk ok ok kk ok ok

GCAAACGCGTTAAGTATCCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAAT
GCAAACGCGTTAAGTATCCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAAT
GCAAACGCGTTAAGTATCCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAAT

hkkkkkkkkkkkkkkkkkkkkkkk ko kkkkkkkkkkkkkkkkkkkhkkkkkkkkkkkkk &

TGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACC
TGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACC
TGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACC

B R L s

TTACCAGGGATTGACATCCTACGAACATTTGTGAAAGCAGATGGTGCCTTCGGGAGCGTA
TTACCAGGGATTGACATCCTACGAATCTTTCTGAAAGGAGAGAGTGCCTTCGGGAACGTA
TTACCAGGGATTGACATCCTACGAATCTTTTTGAAAGGGAAGAGTGCCTTCGGGAGCGTA

kkkkkkkkkkkkkkkkkkkkkkkkk  kkk kkkkkk Kk kkkkkkkkkkkk Kkkk

GAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC
GAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC

GAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC
B R

AACGAGCGCAACCCTCGTCCTTAGTTGCCATCATTAAGTTGGGCACTTTAAGGAGACTGC
AACGAGCGCAACCCTCGTCCTTAGTTGCCATCATTAAGTTGGGCACTTTAGGGAGACTGC
AACGAGCGCAACCCTCGTCCTTAGTTGCCATCATTAAGTTGGGCACTTTAAGGAGACTGC

Fokkkkkhkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkhkkkkkhkkkkkk kkkkkkkkk
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CGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTACATCCTGG
CGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTACATCCTGG

CGG

*kk

GCTACACACGTACTACAATGCAACGGACAAAGGGCAGCCAACTAGCGATAGTGCGCAAAT
GCTACACACGTACTACAATGCAACGGACAAAGGGCAGCCAACTAGCGATAGTGAGCTAAT

CCCATAAACCGTTGCACAGTTCAGATTGCAGGCTGCAACTCGCCTGCATGAAGGCGGAAT
CCCATAAACCGTTGCTCAGTTCAGATTGCAGGCTGCAACTCGCCTGCATGAAGGCGGAAT

CGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCG
CGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCG

CCCGTCACACCATGGAAGTTGGCCACGCCCGAAGTCGTTACCCCAACCGTT-——=———~~
CCCGTCACACCATGGAAGTTGGCCACGCCCGAAGTCGTTACCCCAACCGTTTACGGAGGG

GGACGCCGAAGGCAGGGCTGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAA

GGTGTGGCTGGATCACCTCCTTA

Fig. S6. 16S rRNA alignment among the sequences of strain GR2, Heteroleibleinia fontana UCFM_HF,
and Phormidesmis priestleyi ANT.LPR2.6. The nucleotide differences are highlighted in yellow color.
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Fig. S7. Hypothetical secondary structures of the 16S-23S ITS region domains (D1-D1’, boxB, V3) for
“Leptolyngbya frigida” clade.
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